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Chapter 1
Introduction

The NucleoLIS E.finity MIMS (Molecular Information Management System) is a very
flexible and powerful system where all aspects of case, specimen and test processing can
be done. Cases are accessioned with the ease of bar code scanning and all levels of result
entry can be predefined or customized as you go. User-defined labels can be printed at
any time or in batch.

Behind all the functions that make up NucleoLIS is a powerful database library that is
completely user-customizable so that the system can easily meet your facility’s needs.
This library is described in Chapter 8.

This manual is divided into 13 chapters, each describing one of the operations available
in NucleoLIS plus this introduction chapter.

® Chapter 1 - Introduction
This chapter describes the basic work flow of case, specimen and test processing as well
as some of the NucleoLIS features that are seen throughout the system.

* Chapter 2 - Accession
Chapter 2 describes how to accession cases and specimens, including adding patients
and visits into the system.

® Chapter 3 - Result Manager
Chapter 3 describes how to process case, specimens, and test results in the system.

* Chapter 4 - Batch Result

Chapter 4 describes how to enter batched results using the Batch Result Entry window.

® Chapter 5- Delivery Monitor
Chapter 5 describes the Delivery Monitor window where you can check the status of
report distribution.

® Chapter 6 - Batch Steps
Chapter 6 describes how to enter and batch specimens to the next predefined process
step.

® Chapter 7- Batch Label
Chapter 7 gives instructions on printing a batch of labels for cases and specimen.

* Chapter 8 - Library
Chapter 8 describes all the tables that make up the system library and how to configure
and build the library.
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* Chapter 9 - Label Designer
Chapter 9 describes how to create labels for cases, specimens, and profiles.

® Chapter 10 - Result Report Designer
Chapter 10 describes how to create report formats and layouts.

® Chapter 11 - Human Resources
Chapter 11 describes the physician and user tables and how to add both to the system.

® Chapter 12 — Storage Manager
Chapter 12 describes how to use the Storage Manager, which allows you to assign the
exact locations where your individual specimens are stored.

* Chapter 13 - Configuration
Chapter 13 describes the system preferences available that allow the system manager to
configure NucleoLIS to suit the laboratory.

* Chapter 14 - Run Management Reports
Chapter 14 describes how to run, print, save and view management reports.

® Chapter 15 - Design Management Reports
Chapter 15 describes the e.Query ancillary module, which allows you to create your own
management reports at any time.

The main windows in NucleoLIS basically consist of two types, although every window
varies with buttons and fields appropriate to the operation being performed in that
window.

The simple list type windows, which are used to display the library tables and other data,
have a list on the left and a detail grid on the right that shows all the information
pertaining to the selected item in the list on the left. Figure 1-1 is an example of a simple
list type window, the Physician window.



Figure 1-1 - Example of a
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Another type of window in NucleoLIS is more complex. This complex multi-grid type
of window displays a great deal of information in one place and is used in the Result
Manager and Accession operations. These windows may have a search list grid at the
top of the window as well. Figure 1-2 shows an example of the Result Manager window,
a very complex multi-grid type window.

Complex multi-grid type windows contain a main data grid, which consists of the left
directory tree structure and the right details grid. Depending on what is selected in the
directory tree, the entries on the right change to reflect the appropriate selection.

As data grows in the directory tree, there will be a small square with a plus sign (+) in
front of a record indicating that there are other records under that one. Click (+) to open
and display the child records. Click minus sign (-) to collapse the tree from that point.

NOTE: Other types of windows are found throughout NucleoLIS that do not follow

either of these types. They are laid out in a specific way appropriate for the purpose of
the window.
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Figure 1-2 - Example of a Complex Multi-grid Type Window
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Status: Ready

NucleoLIS Data Flow

There is a definite relationship and dependency between types of records in NucleoLIS. For
example, before a visit can be added, a patient record must first be created for that patient.
Similarly, before a culture can be added, a Case must be added to the patient’s visit. This
diagram shows the basic relationship in the database, which is reflected in directory tree.

Figure 1-3 - NucleoLIS Data Flow
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A number of features that help with the usability of NucleoLIS are found throughout the
system. These standard conventions are described in this section.

In most windows you need to search for some piece of information. In most 4
windows there are some search criteria fields specific to the current window
and a button that shows a picture of a pair of binoculars.

Clicking the binocular button performs the search.

Starting a search also has a shortcut keystroke of Ctrl+R.

Often during data entry throughout NucleoLIS, you may see a button at the end of the

current field that displays three periods, also called an ellipsis (...). This tells you that if
you click on it a window will open that gives you choices that are specific for that field.
These choices are usually defined in one of the tables in the Library.

One of the many tables in the Library is the Comment Definition table. In this table all
system comments are defined. Whenever you see a field label followed by the pound
sign (#), entering a # in that field opens a list of available comments for that field.
Depending on the definitions in the Link Comments window, the options in the list may
be the complete Comment Definition table or a subset.

How to link comments to a specific field is described in the Library chapter.

Fields that have as asterisk (*) following the label are required fields. These fields may
be auto-generated when the record is saved depending on your system configuration.

In most windows there is a Save button, which as you would expect saves the current
record with whatever changes have just been made. In some windows there is also a
Save+ button. This button usually saves the record and opens a new blank window for
a new record, such as in the Library windows.

The Save+ button may also open the next logical window in a normal work-flow. For
example, clicking Save+ after adding a new patient to the system opens the Visit
window so that a visit can be created on that patient.

Ctrl+S is the keyboard shortcut for Save.
Ctrl+Shift+A is the keyboard shortcut for Save+.
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Most data in NucleoLIS is stored in multiple tables in the NucleoLIS database, but
external data, such as images you might add to a case or reports that you save for a
special purpose, are retrieved from or stored outside the database.

If there is no defined isolated area for this storage, the location NucleoLIS will use is the
user's workstation and opened to whatever folders they normally have access to. This
may or may not be preferable and in some laboratories, prohibited. For hosted clients,
Psyche sets the path for you and is typically a sub folder of where your NucleoLIS
program resides.

In NucleoLIS E.finity, you may also set user-specific, or private, folders to be used when
opening or saving files. When the private folders preference is set to true, the Open and
Save dialog boxes appear different to the user, as shown below.

B Isolated Storage *

QA_|soStorage.pdf

Filter |

Type: pdf ~

Private: oK Cancel

* List of available files in either IsolatedStorageArea or Private folder are displayed in
main box.

* Filter: Enter partial file name to filter for matching files.
* Type: Drop-down list to filter by file type, such as PDF or JPG.

* Private checkbox: Check to view files in Private folder. Uncheck to view files in
main IsolatedStorageArea folder.

Click OK to continue or Cancel to exit.

Open dialog box that uses the IsolatedStorageArea folder are in the
following NucleoLlIS fields and menu items:

* Accession and Result Manager: Case - Documents field

* Accession and Result Manager: Profile - Images field

* Consolidated Result Entry Window (CREW): Profile - Images field
* Library: Transfer - Import Library ltem



File Name: [April1g) |
Save as type: |_pdf v|
Private: O Save Cancel
Download: O

* Filename: Enter partial file name to filter for matching files.
* Save as type: Drop-down list to select file type, such as PDF or XML.

* Private checkbox: Check to save file in Private folder, named for the user. Uncheck
to save file in main IsolatedStorageArea folder. e.g. IsolatedStorage\username.

* Download checkbox: Check to save file in Download subfolder of the defined
Isolated Storage folder. If Private is also checked, the file is stored in a subfolder of
“Download” named for the user. e.g. IsolatedStorage\Download\username.

Click OK to continue or Cancel to exit.

Save dialog box that uses the IsolatedStorageArea folder are in the
following NucleoLIS options:

* Run Management Reports: Save option
* Report Preview, Report Review, and CREW Summary: Save Copy option
® Library: Transfer - Export Library ltem

There are three preferences related to the Isolated Storage Folder, set by Psyche:

* IsolatedStorageArea: Sets a directory path to restrict file system interactions to a
single directory. If no path is defined, the user accesses their own workstation file
structure.

 IsolatedStorageDownload: Enables reading and writing to a “Download” sub
directory of IsolatedStorage. Set True/False.

* IsolatedStoragePrivate: Enables reading and writing to a user specific sub directory
of IsolatedStorage. Set True/False.

Many of the windows have an Audit button. Clicking these buttons opens a window that
displays a detailed audit trail of anything that has happened to the current record.

Ctrl+T is the keyboard shortcut for the Audit window.

Context sensitive menus are menus that are specific to the current record. When a record
is selected in the Directory Tree, and you right-click with the mouse, a menu will pop
up giving you options that are appropriate for the record you have selected.
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These menu options are also available in the windows menu or often an action button at
the bottom of the window, but some users find the context sensitive menus easier to use.

Many of the operation performed in NucleoLIS have a keyboard shortcut to accompany
the menu selection or button that performs that action. Some of these shortcuts are listed
in this section, but they are also listed along with the command in the appropriate menus.
Whether you use the shortcut or select from a menu is up to the user.

NucleoLIS is a very flexible system that allows you to customize it to best suit the
facility needs. Field labels can be changed to a label that is more familiar. Most tables
have optional user fields that you can use to specify additional data to be stored on the
record, and many default entries can be predefined.

All of these parameters are defined through the Configuration window.



Chapter 2
Accession

The Accession window is where users add new patients, visits, cases and specimens to
NucleoLIS. Users access the Accession window either through the Accession button on
the left or from the Operations Menu.

Before any test results can be processed, they must be created (or logged in) in the
Accession window. Depending on the configuration of the system and what kind of
interfaces are running, users may or may not need to add a patient to the system or create
a visit.

If included in your NucleoLIS system, an alternate window may be used for rapid entry
of admissions and orders that are similar in values. See the Consolidated Accession
Entry Window section later in this chapter.

NOTE: If users have an orders interface, users may not need to add patients, visits,
cases, specimens or profiles.

This chapter will show users how to use the Accession window to do the following:

* Add a new patient to the system

* Look up a patient that is already in the system
* Add a new visit to an existing patient

* Add a case to an existing visit

* Add a specimen to an existing case

* Order Profiles to an existing specimen

* Flag specimens as being in the laboratory

When users open the Accession window by clicking the Accession button or selecting
Accession from the Operations Menu, a blank Accession window is displayed similar to
the one shown in Figure 2-1. There are 5 sections that make up the Accession window.
* The search fields where criteria may be entered to search for patients and cases

e The list grid where any found records from a search are listed

* The main data grid, which consists of the left data tree structure and the right data
details grid. Depending on what is selected in the data tree, the entries on the right
change to reflect the appropriate selection.

* Action buttons and check boxes on the bottom, which change depending on the
current process

Accession



New Search Entry All Patient Case Specimen

PCR FISH Culture Plate

=] File Operations Window Printer Karyotype DMASeq Immuno [ [x]
B &€ W B @EIX (=
RERERENE |
Patient Name (i) Patient Code VisitCode CaseNumber | ReaNumber [Pending Recsip]
External ID External Patient ID OrderDate  [2015:0722 IZ] Order Date 20150722 0 Grou )
Name Patient Code DOB VistCode Case Number Req Number Order Date Specimen Number Source e
Basiio, Antorio 1835757 1970-0101 15928995 155289980R 15928998 20150701 15529007 Test E
Basiio, Antorio 1835757 1970-01-01 16895881 168958860R 16895886 20150706 16895506 Test E|
Basiio, Antorio 1835757 1970-01-01 17712975 177129830R 17712883 20150710 17712997
Before, Date2 14882481 14882482 148824830R 14882483 20150626 14882491
Coreira, Deanna 4515565 1986-03-07 14654642 M2015-000001
Correira, Deanna 4515665 1986-03-07 4515692 PSY2015-000067 11730074 Blood
Coreira, Deanna 4515665 1986-03-07 18609881 PSY2015-000085 18609887 -
el n ] »
[=8 Correira, Deanna-1986-03-07) 4 Patient
&) Mist}45 Name* Conreira. Deanna
& [Ca Patient Code™ 4515665
SSN 000-00-0000
- [PCR] - Profile-2015-06-11 DOE” 3/7/1986
- Constiuent 1- Sex
£ Constituent 2- Fax
£ Constituert 3- Medicare Number
4 Address
Street 25 Birch Street
Street?
City Milford
State MA
Zip 01757
4 Phone
Phene
4 Relations
Relationships <Relationships>
Externals <Extemals>
V] Frint Specimen Label(s) on Inlab CreateVist | [ CresioPatient ] [_save ] [ saver

Print Profile Label(s) on Inlab

Status: Ready

Cument: Prirter: INONE]

Figure 2-1 - Accession Window

Add a new patient to the system

In the Accession window, select New > Patient from the Windows menu or press
<Ctrl+N>. The Patient demographic list is displayed in the data details grid, which

Chapter 2

typically includes the following:

* Name - patient name

* MedRec - patient medical record number

® SSN - patient social security number

* DOB - patient date of birth

® Sex - patient sex

* Phone - patient phone number
* Fax - patient fax

* MedicareNumber - patient Medicare number

® Street - patient street address

* Street2 - second patient street address
® Zip - patient zip code; accesses the Zip Code table and fills in the city and state if any

* City - patient city
* State - patient state

Database: NucleoLIS_QA

* Relationships - click ellipsis to open the Relationships window and manage pertinent familial

and personal relationships

¢ Externals - manage pertinent documents generated externally to the NucleoLIS system

NOTE: The demographics available in your system may be configured differently.
Remember - All required demographics have an asterisk (*) following the item.



Figure 2-2 - Edit Name Window

Enter the appropriate information for each demographic, pressing return after each entry
to go to the next.

Patient names should be entered as 1ast name, first name.

Demographics that are set to be calculated will be dithered and the entry will be assigned
when the patient is saved.

Some demographics may have a drop-down box for ease of selection, such as dates will
open a selection calendar, or a list of standard entries stored in the library may be
available. These demographics will be flagged with an ellipsis (...), the 3 periods, at the
end of the field when the cursor is at that field.

If your system is configured for discrete names, you may specify entry of names that
have one or more first or middle names and/or suffix. This functionality is most useful
when interfaces have specific requirements. To specify a patient’s discrete name, click
the name field, then the ellipsis in that field. The following window opens, where parts
of the name may be entered. Click OK to store the discrete name.

The default storage of names whether manually entered or through an ADT interface are
such that anything before the comma is considered the last name. Following the comma,
if there’s more than one name/word, the last is considered the middle name and the rest
is considered the first.

I Edit Name* [
Last Name Buckley Suffic |1 :

First Name Bobby Joe ”|
Middle Name  Jim
Sr

Status: Ready

Click Save to save the patient record and leave the screen as is to add another patient or
click Save+ to save the patient and display the Visit demographics for the next step in
the process. See Add a new visit to an existing patient below.

Accession
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To look up a patient, enter any information in the top search fields and click the Search
icon. If there’s match, a list of patient is displayed in the grid list below the search fields.
Double-clicking any of the listed patients and visits displays all related information in
the bottom data tree and grid.

NOTE: If a patient has been entered into the system, but has no test work yet or tests
have been received and are completed, users must un-check the Pending Receipt check
box in order to have them displayed.

Once a patient has been accessed, users may create a visit on them. See Add a new visit
to an existing patient below.

An alternative way to search for patients is by using the Search Patients window, shown
in Figure 2-3. You can access this window by any of the following methods and with
patient data in the Accession search fields or not.

* Clicking the ellipsis (...) after the Patient Name search field
* Selecting Patient Search from the Search Menu
* Pressing <Ctrl+M>

If no patient data was entered in the Accession window before accessing Search
Patients, the Search Patient window would be empty and a search could be performed
at that point.

If patient data has already been entered in Accessions Patient Name field before
accessing Search Patients, the Search Patients window attempts to find a match. the
more data you put in the Patient Name field, the more exact the search results will be.

In the example below, the name “Smith” was entered in the Patient Name field and the
Search Patients window found all patients with the last name of “Smith”. The Use Like
checkbox (checked by default) allows that to happen. If Use Like was unchecked, the
entered data would have to be an exact match to any search results, and searching for
“Smith” alone would have produced no results.



Search Patients

- [m] X

[ Use Like E

Sex

State

Smith, Johnny 1577-01-01
Smith, Myrtle 40377415 1530-01-01 Female
Smith, john 50114343 1570-01-01
Cody-5mith. lvy 516279348 20121212

=

Status: Ready

Figure 2-3 - Search Patients Window

The Search Patient window was designed to eliminate the need to use the mouse.
Patients can be searched by either Name, SSN, or DOB. The following keystrokes
function in the Search Patients window:

* <Enter> on a search field executes a search using available data.

* <Tab> moves cursor to next search field.

* <F3> returns cursor to Name field.

e <Up> and <Down> arrows move through rows in the grid of patients.

* Ifthe cursor is in the grid, with a row selected, <Enter> will select the row and close
the window, making that patient the current patient in the Accession window.

o <Alt+C> closes the window.

Add a new visit to an existing patient

Once a patient has been accessed, either by search or by having just been added, a visit
can then be created for the patient. A patient must have a visit in order to have a case
and subsequent specimen created on them.

In the data tree of the Accession window, highlight the patient name, which is followed
by an identification number (usually MedRec), and select New > Visit from the
Windows menu or press <Ctrl+N>. The Visit demographic list is displayed in the data
details grid, which typically includes the following in 3 sections:

Visit
¢ Visit Code- identification # for the visit; may be auto-generated
* VisitDate - date the visit was added to the system
¢ DischargeDate - date the patient was discharged
* Type - patient type (e.g. IN, OP)
® Location - current patient location

Accession



6

Chapter 2

* Comment# - enter the pound sign (#) to open the comment selection box allowing users to
pick a defined comment from the library (CommentDefinition), or enter free text. A subset of
comments in the table may be linked to this particular field.

® Guarantor - displays the last name of the person responsible for the bill; the visit must be
saved first before a guarantor can be added; click ...and a new window opens where users
can enter information on the Guarantor, Employer, and or Insurance.

NOTE: The optional preference ‘AutoCopyBilling’ allows billing / insurance data from
the last visit to be automatically copied to the new visits upon saving.

* AdmitterFax - clicking ... opens AdmitterFax search window to select Admitting physician
* Admitter - filled in from selected AdmitterFax

* AdmitterGroup - filled in from selected AdmitterFax

® ConsultorFax - clicking ... opens ConsultorFax search window to select consultor

® Consultor - filled in from selected ConsultorFax

® ConsultorGroup - filled in from selected ConsultorFax

* Patient - displays the patient name
NOTE: The visit demographics available may be configured differently.

Enter the appropriate information for each visit demographic, pressing enter after each
entry to go to the next. Demographics that are set to be calculated will be dithered and
the entry will be assigned when the patient is saved. (e.g. Visit Code)

Click Save to save the visit record and leave the screen as is to add another visit on the
patient or click Save+ to save the visit and display the Case fields for the next step in the
process. See Add a case to an existing visit below.

Once a visit has been accessed, either by search or by having just been added, a case can
then be created.

In the data tree of the Accession window, highlight the patient visit, which is followed
by an identification number (usually account), and select New>Case from the Windows
menu or press <Ctrl+E>. The Case fields is displayed in the data details grid, which
typically includes the following in 7 sections:

* CaseType - select from library defined case types

® CaseNumber - system generated unique number (driven by case type)
* Assigned To - (optional) user name of case assignment

® Order Date - date case was ordered

® Order Time - time case was ordered

* ReqgNumber - optional free text requisition number for internal use, implementation
dependent

* ReportStatus -The current report status, PENDING, PRELIMINARY, FINAL, or
CORRECTED

* ReportedBy -The last user to initiate an report



* Signer -The signer of the case
* Signer Date -The date the case was signed out

Physician/Submitter

* ExternallD -The ID of the case in an external system. This is used for interfacing.

* ExternalPatientID - The ID of the patient in an external system. This is used for
interfacing.

® SubmitterLocation -clicking ... opens the Edit Submitter Location window to select.

NOTE: The Edit Submitter Location window, by default, allows searching by physician.

The Site Wide Reserved preference - Physician Accession by Group can be set to True,

which then allows searches by Group instead. If Physician Accession By Group is set to

False, no groups are displayed in top of Edit Submitter Location window.

Submitter: filled in from selected SubmitterLocation

SubmitterGroup: filled in from selected SubmitterLocation

OtherPhysician: Define an unlimited number of Copy To physicians

Communications: track client communication and notes that occur during case
processing.

NOTE: Once cases are signed out, the other physicians window is viewable and changes

cannot be made. Submitter location is always read only once the case is signed out.

Communications

* |CDs-ICD information pertinent to the case
® Clinicallnformation - Clinical information pertinent to the case

Documents

* Documents# -Attach pertinent documents or images to the case. PDF documents can
be configured to append to the case report (maximum 6). Case must be saved before
documents can be added to it. Sample document window is shown in Figure 2-4.

® OQutreach Documents (optional) - if NucleoLIS is integrated with Outreach, the presence
of any documents from Outreach may be accessed from this field.

* e.Docs Documents (optional) - if enabled, clicking the ellipsis opens the e.Docs module
window where any available scanned e.Docs documents may be accessed, or new
scans may be created. (See separate e.Docs document)

[ Edit Documents# [Case]-M2016-000038-Cricket, Jiminy-PENDING _ S

Y saveCopy (& Print | & ) Next @b Find | €l Zoomout @) ZoomIn @) Zoom~

E Adobe THE UNIVERSITY OF OKLAHOMA

ANAL ﬁ
_@; M2017-000045
Report M2017-000045

\ TENCES CENTER

25Birch Street, Milford, MA 07757
508-4737500
FISH
<Not Reportzble>

Patient Report |

ek Case Number: M2017-000045
Deteof Bith:  02/025439 Submitler  Pyne, Warren f
Pleasant St. Office

Order Information

Specimen#. 291204224 Test ordered
Specimen Type  Blood xTAG Gasrointestinal Pathogen Panel (GPP) Test

Salmonella
Profile Result Description
Constituent Result Description

XTAG Gastrointestinal Pathogen
Sedption  Salmonella

Comments# Name  Report M2017-000045

Option to name documents

Click to Add Select image and click to Remove
-
|

Status: Ready

Figure 2-4 - Edit Documents Window

Accession



* Relationships - Link to patient relationships
* Externals - Link to patients external documents
® Patient - Link to the patient record

® Visit - Link to the visit
NOTE: The case fields available may be configured differently.

Click Save to save the case and leave the screen as is to add another case on the visit or
click Save+ to save the case and display the Specimen fields for the next step in the
process. See Add a specimen to an existing case below.

Once a case has been accessed, either by search or by having just been added, a
Specimen can then be created.

In the data tree of the Accession window, highlight the Case, which is followed by an
identification number, and select New>Specimen from the Windows menu.

The Specimen fields are displayed in the data details grid, which typically includes the
following 5 sections:

® SpecimenNumber - unique specimen number; auto-generated

* SourceDefinition - clicking ... opens a window to select the Source Definition from the library
(e.g. 0082-Blood)

* CollectionDate - date the specimen was collected in mm/dd/yyyy format or select the date
from the calendar popup

® CollectionTime - time the specimen was collected in hh:mm format

* Interpretation# - if applicable, defined text based (# sign indicates that this field may be linked
to the CommentDefinition Library)

* Description# - if applicable, optional text based specimen result description (# sign indicates
that this field may be linked to the CommentDefinition Library)

* ReceivedDate - date the specimen was flagged inlab in mm/dd/yyyy format
* ReceivedTime - time the specimen was flagged inlab in hh:mm:ss format
* Receiver - user name of the person who flagged the specimen inlab

* External Orders - if order is received from an external source, such as e.Outreach or another
interface, this field is displayed along with the link <externally placed orders>. Click the link
to open a window displaying the tests/profiles orders that have been received outside of
NucleoLIS.

* Case - link to the case record
NOTE: The specimen fields available may be configured differently. The default entry
field that is initially accessed when accessing a specimen is configurable as well.

Chapter 2



To flag individual specimens as being in the lab, you highlight the specimen in the
Accession window and do one of the following:

Click the Flag inlab button
Right click on the specimen and select flag inlab from the context sensitive menu
Press <Ctrl+F>

* The inlab related information described above is entered and the labels print to the current
printer.

* The default source definition will be added if defined. Profiles and tests will be ordered if
defined as such.

If preference is enabled, you may inlab a batch of specimens at one time.

Access specimens you want to inlab in the Accession window grid.

To select specific specimens, highlight specimens in the search grid you wish to inlab.
If no cases are selected, Batch Inlab will flag all specimens in the grid as inlab, if they
have not already been inlabbed.

Select the Batch Inlab menu item.

If specimens are highlighted, you are prompted:

Batch Flag Inlab All Selected Items?

Click Yes to inlab selected specimens or No to quit Batch Inlab.

After clicking Yes, all specimens highlighted are flagged with the current date, time and
user name. Outreach specimens or those from another source are inlabbed, Case
Number created, Req Number entered, and flagged as External Orders: <externally
placed orders>.

Labels can be printed when a specimen is flagged inlab. Label printing options include:

® Check the Print Specimen Label check box - this will print the specimen label upon flagging
inlab

® Check the Print Profile Label check box - this will print the profile label(s) upon flagging the
specimen inlab

NOTE: Batch Label printing is also available and described in chapter 4.

Y our current default printer is always displayed at the bottom of the Accession window. To
change the default printer to a different printer, select Printer>Reset Current Printer from
the window menu. This removes the default printer so that the next time you flag a
specimen inlab, users will be prompted for a new default printer.

Labels for successive specimens inlabbed will then print to the new printer.

Accession



Users may also order a profile of plates by right-clicking on the culture to access the
context sensitive menu and select Order Plates. This opens the Order PlateProfile
window where all defined plate profiles in the library are displayed. Selecting a profile
orders all the defined plates that are in that panel.

Users may also print either case, specimen or profile labels at any time during or after
accessioning.

* With the case, specimen or profile selected, right-click to access the context sensitive menu
and select Print Label or press <Ctrl+H> to print a label.

* The Windows printer selection window opens for users to select the label

The Auto flag feature allows users to scan a visit number in the Accession window visit
field and automatically locate the specimen(s) and flag them inlab. The bar codes can be
on a label or a requisition, which may be customized to select specific specimens on
multiple specimen visits.

If enabled, the [Auto Flag] checkbox is found on the upper corner of the Accession
window, near the Search binoculars. The Site Wide Preference that enables it can also
be used to automatically check the Auto Flag checkbox by default. See below.

- || & =%
[Pending Receipt] ]
[Auto Flag] #

‘atient|D

Figure 2-5 - Auto Flag check box on the Accession Window

Given the diverse testing options available, NucleoLIS provides multiple ways in which
profiles can be ordered.

To order Profiles of any type:

Right-click the specimen to access the context sensitive menu or with the specimen
selected, click Specimen from the window menu. The following options are available:

* Order (Ctrl-O) - Displays a window containing the full test menu with all profiles
configured within NucleoLIS.

* Order Super Panel - Displays a window containing a selection list of all Super
Panels configured within NucleoLIS.

* Order Karyotype Profile - Displays a window containing a selection list of all
Karyotype profiles configured.

* Order PCR Profile - Displays a window containing a selection list of all PCR
profiles configured.
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* Order FISH Profile - Displays a window containing a selection list of all FISH
profiles configured.

* Order Immuno Profile - Displays a window containing a selection list of all
Immunology profiles configured.

* Order DNA Sequencing Profile - Displays a window containing a selection list of
all DNA Sequencing profiles configured.

If any of the ordered profile constituents are set to OnDemand, the user can pick

which constituents to order. Constituents set to OnDemand Default are

automatically checked.

Profiles with one OnDemand constituent are displayed with a Quantity field where

the user can optionally add multiple orders of the constituent.

NOTE: Source Definitions can be configured to automatically order profiles upon the
specimen inlab action.

2 Flag the specimen Inlab. If multiple profiles are requested, repeat from Step 1.

Patient History Window

The Patient History window allows you to access results for all cases, completed or in
progress, on a given patient, giving you a full history of that patient and the work that
has been done. Patient History can show you both completed reports or individual
constituent results, depending on which tab you select. Cases that have had not received
results yet and are in a PENDING state, will not appear in the Patient History window.

Once you have a patient accessed in either the Accession or Result Manager windows,
and the patient is selected in the data tree, you can open the Patient History window by
selecting the menu option from the Patient menu or by pressing <Ctrl+P>.

p
|77 Patient History RN X
‘ Name. Crckcel, Jminy] SN 011223333 DOB /172010 - Use Like

Matching Patients
Name Code DOB S5N State
DO iy w7 oo o223 e s
Report History | Result Histary
Name Code Relation Number ReportStatus ReportDate DEs:nptmn Abnormal

N =T TR T (e
| Cicket, Jmny 34567 2017000010 FRELIMINARY 20170707 NucleoLIS Repnrl Tue

Cricket, Jiminy 4567 Sef CL2017-000024 FINAL 20170706 NucleoLIS Repott | False

Cricket, Jiminy 4567 Sef M2017-000010 FRELIMINARY 20170705 NucleoLIS Repott | True

Cricket, Jiminy Sef CL2017-000024 FRELIMINARY 20170622 NucleoLIS Repott | False

N Double-click to - <.
P Sef CL2017-000024 PRELIMINARY 2017-06:21 NucleoLIS Repott | False |
Cricket, Jiminy open report Seff CL2017-000015 FINAL 20170510 NucleoLIS Report False 1
Crcket, Jiminy 134567 Sef CL2017-000005 FINAL 2017-0509 NucleoLIS Repott | False:
Crcket, Jiminy 34567 Self CL2017-000005 FRELIMINARY 20170509 NucleolI5 Repott | False
Cricket, Jiminy 4567 Sef M2016-000023 FRELIMINARY 20161101 NucleoLIS Repott | False
Cricket, Jiminy 4567 Self M2016-000023 FRELIMINARY 20161101 NucleoLIS Repott | False
Cricket, Jiminy U567 Sef M2016-000031 CORRECTED 20161101 NucleoLIS Repott | False
Cricket, Jiminy 34567 Seff M2016-000029 CORRECTED 2016-11-01 NucleoLIS Report False N
Crcket, Jiminy U567 Sef M2016-000029 CORRECTED 2016-11-01 NucleoLIS Repott | False:
Crcket, Jiminy 34567 Self 12016-000031 CORRECTED 2016-10-31 NucleolI5 Repott | False
Cricket, Jiminy 4567 Sef M2016-000031 FINAL 2016-10-31 NucleoLIS Repott | False 5
[ Include Relatives
Status: Ready
Figure 2-6 - Patient History Window showing list of reports on current patient
Accession
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Report History

Result History

If there are more than one matching patient record, they will be listed in the Matching
Patients section. Double-click to select the correct one.

The Report History tab on the bottom lists all reports that have been saved on the patient.
To review the report on any case. Double-click the first cell in the grid on the report row you

wish to open. A window opens so the report can be viewed.

Your Patient History may look differently than these examples, if you have results from
another system available.

To view a result history on the patient, select the Result History tab and the Patient History
window changes as shown below.

[ Patient History

= [ ]

Name Cricket. Jiminy SEN 011-22-3333 DOB 7712010 - [7] Use Like
Matching Patients

Name Code: D08 = Sex Giy State:
e T o235 N

Report History | Result History

ALL-

LA ]

[ Constituents ] Reportable Only

7] Respiratory Virus Fanel
[ PCR

[[] Test

[ Prefile
[ Wesk in Review

[¥] Bacillus anthracis cenfirmation

[FIHS

FcT

[Fcrm2

[C] Orange Testing

[] PrefileNoConstituent
[7] ProfileNoConstituent

[#] Babesia microti DNA Detection
[] DESC

[ Profile
] BioFire Resp. Panel

[ Library transfer test (Single Profile)

[/] xTAG Gastrointestinal Pathegen Panel (GPP) Te

[7] Gastrointestinal Pathogen Panel

(I

["] cobas® Influenza A/B nucleic acid test

[Ed] Babesia microti DNA Detection

[ Borreliz species DNA Detection

O Cece fmber __Soacs _Poik Tpe  Ouelie Rt ]
xTAG

M2016-000062

M2076-000062

Case Number

CL2017-000015
Case Number

M2017-000010

Blood

Bone Mamow

Source
‘Whole Blood

Source

Blood

Gastrointestinal
Pathogen Panel
(GPF)

xTAG
Gastrointestinal
Pathogen Panel
(GPP) Test

Profile

Babesia microti
DNA Detection
Profile

xTAG
Gastrointestinal
Pathogen Panel
(GPF) Test

PCR

PCR

Type
PCR
Type

PCR

20170124

201701-24

Order Date

201705-10
Order Date

20170705

Comments and

Test Date Interpretation

Test Method:

Polymerase Chain

05/10/2017 Reaction®

None detected

Status: Ready

Figure 2-7 - Patient History Window Result History Tab
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In the Result History tab, use the following to select the results you want
to view:

From the Profile drop-down list, either limit to a profile type or select --ALL-- to view
all results.

Check the Constituents checkbox if you want to see all constituents broken down
for each profile.

Check the Reportable Only checkbox to only view results that were set as reportable.

In the List of profiles and tests, either check the ones you want to see or right-click
to get the option to Select All or Deselect All.

Click the binoculars button to start the result search.
Click the Close button to close the Patient History window.

NOTE: Pressing <Ctrl+P> while on an active case opens the Patient History window.

Once the Patient History is opened, other patients may be accessed by entering data in the
patient search fields: Name (required), SSN, and DOB.



Menu Option
File

Operations

Window

Description

Show User - shows current user code, user name, log in date
and time

User - Set font and font preferences. Note: if too large a font is
used, window display may be affected.

Version - Displays current application version, with install date
Exit - exits NucleoLIS

Accession - opens the Accession window

Result Manager - opens the Result Manager

Run Tracking - opens the Run Tracking window

Batch Result - opens the Batch Result window; see Batch
Result chapter

Worksheet Manager - opens the Worksheet Manager; see
Result Manager chapter

Storage Find - allows you to find the location of a specimen
Batch Steps - opens the Batch Steps window

Batch Label - opens the Batch Label window

Library - opens the Library window

Label Designer - opens the Label Designer

Result Report Designer - opens the Result Report Designer
Distribution Designer - opens the Distribution Designer, for
fax cover sheets

Analyzation Map Designer - opens the Analyzation Map
Designer window

Human Resources - opens the Human Resources window
Storage Manager - opens the Storage Manager window
Configuration - opens the Configuration window

e.Query (Design Management Reports) - opens the e.Query
Management Report designer; see e.Query chapter

e.Query (Data Analysis) - optional tool to create adhoc
queries on the database using e.Query functionality

Run e.Query (Run Management Reports) - opens the
Management Report window

e.Dashboard - if purchased, opens the e.Dashboard window —
see separate documentation

e.Monitor - if purchased, opens the e.Monitor window; see
e.Monitor chapter

e.Docs - if purchased, opens the e.Docs window; see e.Docs
chapter

e.Outreach - Sync - Synchronizes Outreach and NucleoLIS
test definitions

Delivery Monitor - opens the report delivery monitoring
window

Menu options may be present depending on which modules
have been purchased and enabled.

Shows currently opened windows to select

Accession
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Menu Option

Printer

New

Search

Entry

Accession Entry

Batch Inlab

Scan

All

Patient

Description

Reset Current Printer - allows you to reset the current default
printer

Patient (Ctrl+N) - opens the patient window to add a new
patient

Visit (Ctrl+V) - opens the visit window to add a new visit
Case (Ctrl+E) - opens the case window to add a new case
Specimen (Ctrl+Shift+S) - opens the specimen window to add
a new specimen

Patient Search (Ctrl+M) - searches using current criteria
Run List (Ctrl+R) - searches using current criteria
Clear Criteria - clears current criteria for new search

New Entry (Ctrl+W) - opens the patient window to add a new
patient
Next Entry (Ctrl/Q) - opens the Order Entry window

Opens the Consolidated Accession Entry window for multiple
quick accessioning; Advanced Entry configurations must have
been previously defined. See Library chapter for Advanced
Entry configuration. Examples of the Consolidated Accession
Entry window is later in this chapter.

If enabled, automatically inlabs all selected cases in the
Accession search grid, using the current date, time and user.

If enabled, open the e.Docs module for document scanning,
automatically assigning/naming the scanned document to the
accessed case.

Save (Ctrl+S) - save current record

Save+ (Ctrl+Shift+A) - save current record and open new
window

Audit (Ctrl+T) - shows audit table of current record
Delete (Ctrl+Shift+D) - delete the current record

Patient History (Ctrl+P) - opens the Patient History window
when Patient is selected



Menu Option

Case

WindoPath Integration Note

Specimen

Profile types...

Karyotype, PCR, FISH,
Immuno, DNA Seq

Culture

Plate

Description

Patient History (Ctrl+P) - opens the Patient History window
when Case is selected

Document System (Ctrl+D) - If configured, opens system for
managing images

Charges - opens the Charges window for the selected case
Print Label - prints the case label

Cancel - cancels the case record

WP Sync Case - for systems with a WindoPath/NucleoLIS
Integration, the WP Sync Case menu option becomes
available when a case is accessed in NucleoLIS that is also a
WindoPath case, the Case Number in WindoPath has been
modified or deleted after being received in NucleoLIS.
Selecting WP Sync Case updates the case number in
NucleoLlIS, if it was modified in WindoPath, or appends a
unique value to the NucleoLIS case number if the case was
deleted.

If the specimen had not been flagged inlab in NucleoLIS, the
above actions happen automatically.

WP Sync Case also synchronizes case type, submitter and

group.

Order - select a profile to order from the full test menu

Order Super Panel - select a super panel to order

Order Karyotype - select a karyotype to order

Order PCR Profile - select a PCR profile to order

Order FISH Profile - select a FISH profile to order

Order Immuno Profile - select an Immunology profile to order
Order DNA Sequencing Profile - select an DNA Sequencing
profile to order

Flag Inlab - flags the specimen inlab; adds received date/time
to specimen

Uninlab - removes the received date/time

Print Label - print a specimen label

Sub Specimen - allows adding specimen to the current
specimen (optional)

Create Multiples/Create Multiples (with labels) - allows
creating multiple specimens of same source, automatically and
manually, with or without labels (optional)

Merge Specimen - allows merging specimens of same source
(optional)

Charges - view and apply charges and credits

Order Constituent - order on demand constituents of a profile
Print Label - prints a profile label

Cancel - cancel the profile

Charges - opens the Charges window for the current specimen

Order Plates - orders plates on culture

Plate Description (Ctrl+L) - add plate description
Print Label (Ctrl+H) - prints a culture label

Order Culture Form - orders a culture form
Cancel - cancels culture

Print Label (Ctrl+H) - prints a plate label

Accession
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Consolidated Accession Entry Window

Figure 2-8 - Consolidated Accession Entry Window
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The Consolidated Accession Entry Window allows a pre-configured list of fields and
default values specific to patient, visit, case, specimen and orderables to be entered
easily through a single data entry window.

If this functionality is enabled, the lab has the capability to build one of more data entry
configurations, which will define fields to use and default values specific to varying data
entry requirements. When at least one active configuration exists, a new menu item
appears on the Accession Manager Window — Accession Entry.

Clicking the menu opens the Consolidated Accession Entry Window, shown in Figure 2-7.

r B
Accession Entry E@g
ile  Search Patients MNew Save SaveALL Print | Patient Links
Select Configuration MAccession Entry Accession Order Profiles
Guick Accession -
LJ Codi Profil
Accession Defaults: DOB* = b
- Sex Bladder ... Bladder PCR
LI Cancer_... Cancer FISH
Anderson, Genevieve - Genoptix... Genoptix FISH
Histo Histology Profile
Submitter Group TAS HTAS
IMU, TEST -
Case Type
Molecular -
Source Definition (1
Stool, GI Pathogen Panel -
= Accession Summary

Source Definition @ Type Ascesson hem

-
Source Definition (3)

-
Search On Next
Flag Inlab
Print Case Label B
Print Specimen Label
Print Profile Label E

Status: Ready Curent Printer: [NONE]

How to use the Consolidated Accession Entry Window

In this window, the user first selects an Advanced Entry Configuration. The window
defaults to the first entry in the Advanced Entry library, sorted by description of the
library entry.

After selection, the configuration loads all default values, default behaviors, data entry
fields and profile options defined in the Advanced Entry Configuration.

NOTE: Default Values and Behaviors may be modified during accessioning without
modifying the library entry permanently. The entry fields and profile pick lists may not
be modified during accessioning and are only modified through the library manager.

* The entry grid is laid out in conjunction with the data hierarchy: Patient, Visit, Case,

Specimen.

* The core processing of the window occurs as the users presses the <Enter> key
through the entry fields. The records in the hierarchy are automatically saved as the
records are completed. This occurs simply by entering through the records.



Upon completion of the patient, visit, case, and specimen records, the cursor is placed
in the Accession Order Profiles text box. In this text box profile codes are entered.
The enter key orders the profile. If the code typed is not in the pick list, a label
displaying NOT FOUND appears. The profile must be in the selection list in order
to be ordered.

Alternately, the user can navigate the profile list box and place an order either by
double clicking or selecting and pressing enter.

As records are completed, the Accession Summary list is populated with a list of the
records created.

As specimen are completed, the counter/navigator is incremented and can be used to
go back and check previous accessions.

For configurations with multiple Sources defined, subsequent specimens on the same
case receive the second and third Source.

Windows <ALT> keyboard shortcuts are available for all operations in this window.
On Demand constituents prompt just as they do from the standard accession window.

A preference may be set that specifies Full Patient Like searches, so that a search for ABC
matches any name that contains ABC, as opposed to only those beginning with ABC.

Menu Option
File

Search Patients

Description
Select Close to close the window

(Ctrl+M) Select to open the Search Patients window

New Select New Visit, Case, or Specimen once you have at least a
patient accessed

Save Alternate save options for Patient, Visit, Case, Specimen

Save All Alternate method to save all newly created records

Print Allows you to Print Case Label, Print Specimen Label, and
Reset the Current Printer

Patient Links When the red “Potential Patient Links Found’ note appears

the selected patient has potential links. Click Patient Links to
view and/or modify. Otherwise the Patient Links menu item is
disabled.

Accession
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Chapter 3
Result Manager

The Result Manager is where all test results and qualitative information for a case is
performed. Users can access the Result Manager either through the Result Manager
button in the upper left or from the Operations Menu.

Before any case can be processed and perform result entry, Cases must be created in the
Accession window and flagged inlab. Depending on the configuration of the system and
what kind of interfaces are running, users may or may not need to add a patient to the
system or create a visit.

When users first run the NucleoLIS application, the user sees the buttons in the upper
left hand corner and will be able to choose which window to open.

Although you can add patients, visits, cases, and specimens in the Result Manager
window, usually these are created in the Accession window and flagged inlab there.

Cases must be flagged inlab in order to be called up in the Result Manager.

NOTE: 7o see which cases are pending receipt, use the Accession window, make sure
the Pending Receipt check box is checked and click the Search (binocular) button.

Until a user calls up a case in the Result Manager, the window is basically blank. Once
a case has been accessed, all information that has been entered on that case will be
available in the Result Manager.

The multi-grid type Result Manager window is made up of four areas:

* The search fields at the top used to search for the individual case
* The search list grid displays the filter results from the search fields (may be disabled)

NOTE: The Specimen Number column in the search grid is hidden by default, but may
be opened by dragging the column dividers. Specimen Number is located between the
Source and Profiles columns.

Additional columns/data may be displayed on your Result Manager search grid
depending on the configuration of your system, including inlab date in the source
column and order date in the profile column.

Case Type Source Specimen Nu.. Frofiles Report Status
Flow Cytometry PB (2018-10-09) 228808814 RPR (2018-10-08), RPP (2018-10-08) PENDING

Pap wih Malec...  PE (20180315 315241858 Gate C- Plasma cell gate (2018-06-01), URO (2018-03-15), Karyo (2018-06-01) PRELIMINARY
Cirical Matemal Senum (2019-10-30) 503802197 ALLFish (2013-08-12), BAESO (2013-03-12). LAA (2013:09-20), Camelid Abortion Screening (Matemal) (2019-10-30)...  PENDING
Cirical LAV (2019-03.04) 503782307 CBCS (2015-09-04) PENDING
Cirical LAV (20190303 503782444 PENDING
Vaterinary Analy... Fetal Thymus (2017-08-09), Fetal .. 288364252,2.. Genoptix_FISH_old (2017-10-02), Bladder PCR (2017-10-02), Tissue (2017-12-18), HH (2018-12:09) PRELIMINARY
Veterinary Analy... Fetal Lung (2016-12:21), Fetal Pla.. 179613161, 1. Camelid Abortion Screering (Fetal} (2016-12-21), Camelid Abortion Screering (Fetal) (2016-12-21), Camelid Abortion ..~ FINAL

Result Manager



* The main data grid, which consists of the left directory tree structure and the right
details grid. Depending on what is selected in the directory tree, the entries on the
right change to reflect the appropriate selection.

* Multiple operation buttons at the bottom that change to reflect what operations are
available depending on what is selected in the directory tree. For example you can
only create a case when either a case or visit is selected.

Figure 3-1 shows a culture in the Culture Manager as you would typically first see it.
The culture information is entered and then it has been flagged inlab. No results have
been entered yet.

%' '_"—l_.—v-' T e e - B )
= T B g -l BN «alhasa
Mon-Gyn PCR FISH _Imm ical DNASeq Cuture Plate Quality Review [-J=]x]
LISTS:[ALL Aciive = | MAME: - NEEDS RESULTS, NEEDS PRELIMINARY, NEEDS . - [[Overdue ] [[1Bstch ] [[IReview ] Bl Lists] [ Quality ] [Archives]
lame. 008 Sex VetCode  VistDate Accession Nurber  Req Mumber  Case Type Source Specimen Nu_. Profles Report Status se Creator Order Date
9762390 20160421 IMUZ016000053 IMUGENCASE... PLA(201603-15) 97762420 XTAG (2016-03-15), LAA Q016-0421) PENDING NEEDS RESULTS ohmb
19700101 9775312 20160421 IMU2016000049 IMUGENCASE... PLA(201607-28) PLA (201607-.. 97758813, 12.. BPCR (2016.07:28), GPCR (2016:07:28) PENDING NEEDS RESULTS johmb L
19700101 M 10421127 20160511 CL20E000075 104221130 Cliical PLA (2016-06:20) 104224694 TAG 0160620} PRELIMINARY NEEDS FINAL HIS 2016051 3
15700101 M mazzua? 20160511 CL20IS000076 104221140 Girical PLA2016-06:20) 104224657 Cancer_FISH (2018-05-07) PRELIMINARY NEEDS RESULTS HIS 2016051
e 15700101 20160620 IMU2016000073 112722659 IMUGENCASE.. PLA(2016-06-20) 112722780 cLLQme-nﬁ.zm PENDING NEEDS RESULTS HIS 201606-20
1MU12345 19700101 E- 12nassz 20160620 | IMU2016:000072 [ 112723386 | IMUGEN CASE . [ PLA (2016-06-20) 112724120 CLL (2016-06-20) PENDING NEEDS RESULTS [HS 20160620
i 11110352 112724505 20160620  IMU2016000074 112724506 IMUGENCASE.. PLA(20160620) 112724529 CLL (20160620 FENDING NEEDS RESULTS 20160620
1507374 11507377 20160617 11150738208 111507382 s PLARDIGDETT) MIE07478 Fragie X (2015-1229) FINAL NEEDS CORRECTED" H\S 20160617
1829254 19700101 M 104221119 20160511 CL20E000073 104221122 PLA (2016-06-16) 104224691 XTAG @D16-06-16) PRELIMINARY NEEDS FINAL HIS 20160511
1829254 19700101 M 104221089 20160811 CLAOTE000071 104221093 Clical PLA2016.06-13) 104224681 TAG 0160613 FENDING NEEDS FINAL HIS 2016051 -
[Full Search]
IMU IMUGEN CASE TYPE
IMU2016-000072
112723986
6/20/2016
14:18
<none>
NEEDS RESULTS
PENDING
123456
|
FCC
Anderson, Genevieve ANDER
Fm»mecm - of New England FCC
Optional uestion:’s requiredSOURC Other G A JRCE:Whole Biood
o I
No Documents on File
1 Document
<Relationships>
<Extemals>
BASILE. GARY F-1570-01-01
i [Visit]-112723982
User2
B —— Userd
CresteSpecimen | [ CresteCase | | Save ] [ Seve PRELIMINAR
Status: Ready ‘Selection Gourt: 969 Curent Prnter: [NONE] Sigring Location: [Log1 Signer Speciic Location] Database: NucleoLIS_QA 2014

Figure 3-1 - Result Manager with new case

Accessing Cases

You can access cases in the Result Manager window by any of six different parameters.
Select the search parameter in the Search drop-down box and enter or scan the barcode
for the respective number in the shaded field.

Search parameter options include the following: (default search parameters can be modified)

® Case Number

* Visit Code

¢ Patient Code (Medical Record Number)
® Req Number (performs a "LIKE" search)
* External ID (performs an exact match)

® Specimen Number

Searches for a parameter that is not necessarily unique, such as Req Number and
External ID, generates a selection list when multiple matches are found.
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When a number that relates to a case that is flagged inlab is entered, then the case and
all related records are displayed in the Result Manager window, with Case displayed at
the top of the main grid hierarchy.

Advanced Case Scan

If enabled on your system, partial case numbers entered in the Search field can locate a
matching case number. If more than one case is found that matches the entry, a window
is presented that allows the user to select the appropriate case. Types of partial case

Full Search

numbers include:

Search Type

Full Case Number (standard)

Search Example

M2019-000044

Standard Condensed
Super Condensed

Numeric Condensed

M19-244
M244
244

NOTE: All of the above examples will locate the same case number - M2019-000244.
Some may be presented in a selection list.

Clicking the Full Search check box enables an expanded range of search options.
Searches can be performed using patient name, overdue status, batch review, instrument
review status, quality control, archived records or a custom defined list. Upon execution
of one of the search options, the grid will display all qualifying records. Double-click a
row in the grid to display all related records in the Result Manager window.

[ Nucleols - [Result Manager-[SPECIMEN]-Blood-88625533 -2016-03-27)

1 File  Operations

Window System Management ~ Signing Printer  New All Display Patient Case Specimen

Karyotype PCR_FISH _Immuno DNASeq Culture Plate Quality Review

REFERZENBDOEX MBI R

90786679

2016-04-02

30786684

IMU2016-000033

LISTS: [ALL Active ] NamE [NEEDS RESULTS, NEEDS PRELIMINARY, NEEDS SIGNATUL. | Overdue | [ 1Batch | [ Review | [ Buidiists | [ Quaiy |

Name Pationt Code: Dos VisitGode Gase Number ReaNumber  CaseType  Source ReportStatus  Case Status

Signme, Case 72148244 1944-06-14 72149245 MIC2016-000001 Microbiolog... Blood PRELIMINARY  NEEDS FINAL |
n 4515665 1985-12-11 88625485 CL2016-000058 88625188 Clinical Blood PENDING NEEDS RESULTS

IMUGEN CA... Blood

PENDING

NEEDS FINAL

SEARCH

o
ile. J

©-[FISH]- Chr,
COND1-
BCL2-
BCLT1A-
GOND1-
BOL2-
BOL3-
BCLT1A-
oMve-

Old Specimen Number

< PARENT
Case

88625533
Blood

312712016
18:04

32712016
12:10:03

0

<extenally placed erders>

[Case]-CL2016-000058-Basile. John

Audit

Greate Specimen | | Save

Status: Ready Selection Count 329

Current Printer: [NONE]

Signing Location: [Loc1 Signer Specific Location]

Database: NucleoLIS_QA 2014

Figure 3-2 - Full Search showing Specimen
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Figure 3-3 - Advanced Search Build List window

Chapter 3

In the text box labeled NAME, enter the name or partial name in which to search

To query all cases deemed overdue, click the Overdue button.

Criteria for determining Overdue cases is defined in the Case Type Definition, Culture
Definition, and Source Definition tables. Also a combination of Culture and Source may
be specified for determining overdues. See the Library Chapter for more information.

To verify batch run data from the instruments, click the IBatch button

To query all results returned from an instrument that have not yet been finalized, click
the IReview button. The /Review window is described later in this chapter

To query all cases flagged for quality control review, click the Quality button. The
Quality Review window is described later in this chapter

To query archived cases (completed and deactivated records), click the Archives
button. The Archives window is described later in this chapter.

Click the Build Lists button to display a window that enables building user defined
custom queries.

Once a search list has been generated by any method, the list may be printed by right
clicking and selecting Print. Any column widths modified by the user are automatically
saved when exiting NucleoLIS

Selecting Print opens a dialog box to select the output printer. (Build List specialized
management report format needs to be defined in system.)

NOTE: The Build Lists that are available to the user may be limited by the User Role
assigned to that user, if the role has Build Lists limits defined.

Added to NucleoLIS 2.1.3 is a column to display the Specimen Source. It is a hidden
column right after the Case Type column and just needs to be expanded.

Users can build predefined queries for common requests using the window below. Build
Lists are also used to select cases for Scheduled Reports. See later in this chapter.

[ Advanced search-NEW - )

Table Column WValue

Case ~ Repon Staus ~|reNDING

{GPahCazeTable ReponSiztus = PENDINGT) AND

Exit on Search




* Table - options include querying any of the following tables: patient, visit, case,
specimen, profiles

* Columns - options include any columns from the selected table

Standard operators

e equal (=)

* not equal (<>)

 greater than (>)

 greater than or equal to (>=)

* less than (<)

* less than or equal to (<=)

Additional operators

* IN - build a comma separated list

* NOT - excludes match records

e LIKE - match on similar values

* Brackets (,) and AND\OR operator options provide additional logical capabilities.
Click the Add button to add criteria to your list. Clicking Remove removes the selected
1item.

Click the Binoculars to execute your query.

Click the Save button to name and save your query.

NOTE: When entering Values, the Value pick list contains the option “BLANK” so you
can search for fields that have no entry. This feature works with date and time fields.

When editing existing Build Lists, the Delete button remains unavailable if that Build
List has been associated with a User Role, until it has been removed from that role.

NucleoLIS E.finity offers the option to create Build Lists that prompt the user for
specific criteria to use in creating the list. Any field can be used for variable information
by first adding the field to the Build List, select it, then right-click, which opens the
following menu.

* Set Variable: Enables the field as variable, allowing user to input variable data.
* Set Variable Display: Enter user-defined descriptive prompt text for end user.

When the Build List is run, a dialog box opens for the user to enter variable data.

Entering results on cases can be accomplished in 3 different ways. Consolidated Result
Entry Window-accessed at the Case and Specimen level, Result individual profiles or
Result the Constituents individually.

ResultManager
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While gathering diagnosis or results, follow these steps to enter the
results and interpretations:

Access the case by one of the search parameters described in Accessing Cases.
Make sure the case is selected in the directory tree.

Right click on the case or the specimen level to access the Result Entry Window (or
right click on the profile to Result Constituents or click on the constituents to enter
information in the grid)

Enter the result in the corresponding fields and Complete the Profile.
Click Save Preliminary, Sign It, and Save Final (this is workflow dependent)

A preview of the results that will be reported is displayed and the report status is
changed appropriately.

Entering Results In the Consolidated Result Entry Window

Entering results in the Consolidated Result Entry Window-(CREW) accessed at the
Case and Specimen level allows the user to see the results for other profiles to make the
best interpretation of all the profiles for that case.

Selected Specimer

Result Entry [Case]-M2018-000024-Boop, Betty | -—— — - — —— (o=
2 Profie Clear
ear Approver

[SPECIMEN}-Bone Marrow-32 + | [PcR | FisH | immuno | DNA Seq | summary | History|

[DNA Seqj~AmHPR H. Pylori Antibiotics-Re + Profile

ECR(2) Panel Definition Comment

AMHPR H. Pylori Antibiotics-Resistant Genoty

& RIR R R R

T [EPS—

Interpretation# Save PRELIMINARY

Save FINAL
Sign It Close

Status: Ready

Figure 3-4 - Consolidated Result Entry Window (CREW)
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Result Entry Navigation
Field Description
Selected Specimen Consists of a drop-down menu of specimens associated with
the case
Ordered Profiles Alist of the profiles that have been ordered on that case (seen
on the left side of the window and in the tabs




Field

Summary

History

Drop-down menu listing profiles

Profile and Constituent Fields

Profile Clear

Images

Reportable and Save

Profile Complete

Description

Listed under the profiles and as a tab. This generates a preview
of the report.

Listed under Summary, if enabled; displays tab of historical
reports and results on patient. See Accession chapter for more
information on the Patient History window.

If there is more than one of that profile type ordered, users can
use this to select the profile to result

Enter the information needed, built in the Data Entry Definition
in the library for each profile

The Profile Clear link in the upper right corner of the window
opens a menu that allows the user to clear the Approver, Signer
or case completion, based on the profile requirements. See
Figure 3-4.

Images can be applied in this window for the profile or individual
constituents. Images link will either note how many images have
been saved or that there are none on this specimen.

Clicking the Images link opens the Edit Images window, similar
to the Edit Documents window shown in Figure 2-4. Once an
image has been added, it can be made reportable and/or
applied to a specific constituent by right clicking the image and
selecting the appropriate menu option. When Applying an
Image to a constituent, you are presented with a menu to select
the appropriate constituent. Two options are available per
constituent for the two constituent image limit.

Save the results entered and decide whether to report any
information (Check the boxes)

Completing the profile activates the Report Status

In the library, the configuration allows users to create rules for reflex
testing and be ordered based on that specific rule:

Enter the results, comments, interpretations.

Save the Results

Reflex Profiles will be ordered-See note in Red.

Reflexed Profiles can be accessed in the same window without closing the
Consolidated Result Entry Window by using the drop-down below the tabs.

ResultManager



[PCR] - Gasvongstng Patrogen Panet 0154«

Profie Compiete

[ Set Reportable

Selocted Specinen PCR | Gummory
[SPECIMEN}-Sc0), Gl Pabage
PCRE)
Summary
No Images on Fie
REFLEX ADDED
Interpretations

Figure 3-5 - Reflex Ordered

Previewing the Report

Save PRELIMINARY
Save FINAL

Saving a report status will allow the user to preview the report. Preliminary Reports and

Signing Out the case is optional and configurable to the lab.

(=l
Selected Specimen PCR | Summary
PREVIEW
— M sevecopy (& Prnt @ Prevous @ W Fnd @ zeomou @ zoomin @ z00m
Fie Navigation Zo0m
Summary
- E e
Medical Laboratory Software
25 Birch Str Milford, MA 01757 " Damde; Ghieopge
irch Street, Milford,
'508473-1500 Deteof Bith: ~ 1970-01-01
Case Number:  PSY2015-000015
Repart ‘CORRECTED
‘Submitter- Physician, Test
Rec. Date. 201504-07 08:04: 40
Test ordered:
XTAG Gastrointestinal Pathogen Panel (GPP) Test
Tagets Result
Norovir us GIGI Negative
Rotavirus A Negative
Clostridium difficile, Toxin A/B Negative
Campylobacter Negative
Escherichia coli 0157 Negative
cdli (ETEC) Negative
[EFEEET) Save PRELIMINARY
Sous: Reaty

Figure 3-6 - Previewing the Report

Saving as Preliminary or Final

Once all results for all Profiles are entered on a case, the case may be saved as
preliminary, signed out, or final, depending on its status and your local workflow.
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To save a case report as preliminary or final:

Result the profiles and set to complete

Click the Save Preliminary button to save a preliminary report
Click Sign It if the workflow requires a signature on the case
Click the Save Final button to save a final report

Depending on your system configuration, you may be presented with a formatted
representation of all results that were entered and that will make up the specific
report

When saving final reports, the Charges window may open where you can select the
charges to apply.

Click Save

The Report Status will change from PENDING to PRELIMINARY or FINAL if Save
Final was clicked

NOTE: [f the Sign It functionality is utilized. the Save Final button will not become
active until the case has been signed.

Specific profiles may be defined to require Signatures and optionally Approval
Signatures in order to be considered complete. See the Library chapter under the specific
profiles for how to set up these profiles. User accounts can then be set up so that a user
may be able to Approve only or Approve and Sign Out these profiles.

In Result Manager, Profiles that have signature requirements appear and
behave differently depending on the user’s privileges.
* On the profile level, the fields Signer, Signer Date and Signer Time are displayed.

» Set Complete options are replaced with Set Signed in Result Menu items, Result
Constituents window, and the Consolidated Result Entry window and enabled if user
has privilege.

* The act of Signing makes the profile and constituents read-only, as well as update the
profile record to include Signer and Signed Date.

* The Status field on the profile, when signed, reflects “COMPLETE\SIGNED”, as
opposed to “COMPLETE” for profiles that do not require a signature.

* Unsigning a profile is allowed by any user that has access to sign the profile.
Unsigning is not allowed if the Case is signed out.

For profiles that require approval, the following changes occur:

* The fields Approver, Approve Date, and Approve Time are displayed.

* New menu items are added for the Profile: Set Profile Approval Signature and
Clear Profile approval Signature.

* Profiles with Approver requirements display status as “PENDING\APPROVED” if
the approval signature is present, but the standard signature is not.

* On the Consolidated Result Entry Window, the Set Complete will display Set
Approved when appropriate.

ResultManager
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Ancillary Profiles on Culture Isolates

If NucleoLIS is being used to process cultures, the Consolidated Result Entry Window
(CREW) may also be used to enter culture results. Ancillary tests/profiles added to
culture isolates are displayed in CREW, as shown in Figure 3-5. Select the Culture Tab
to display the culture results.

The capability to complete, sign, approve, clear complete, clear approve, and clear sign
from Micro related ancillary profiles may also be performed in CREW.

With a culture displayed in CREW that has an ancillary test/profile ordered, a menu item
appears when right clicking the selected profile/test from the Other Tests list box. The
pop up menu varies for each depending on the status and definition of the ancillary
profile/test, but includes:

¢ Complete

* Sign

* Approve

® Clear Complete
® (Clear Approve
® Clear Sign

History |Panel Definiian

[CULTURE] - CSF-Cerebraspinal Fluid-Cricket, Jimir [[\sulat?]-T 10-5. pyogenes pyogenes (Group A >

~Dther Teste- Complete Status
Profile Complete
4 Resuk 4 Resuk Tromunc] - Lyme & PENDING

Resultt rgarism Modifierf Too little tissue present for testi
Reportable False igarism Definiion 110-5. pyagenes Streptococcus
Lid dislodged sample spilled
True

O
il
[
FReportal
Rej True

Lyme Antibody Analysis

” Momsges on Fiie Save Set Repartable
e Save PRELIMINARY
Save FINAL

Status: Fready

Figure 3-7 - Consolidated Result Entry Window (CREW) Culture Display with Ancillary Profile

Canceling Cases and Ordered Profiles

Chapter 3

1

Users can Cancel Cases and/or Profiles when needed. The record is saved with a reason
and the original record displays the cancellation. Notes: This action can only be
performed if the Case is in an active state with a Pending Report Status.

How to Cancel Cases and Ordered Profiles:

Select the Case or Profile to Cancel

2 Right click on the item and select Cancel



3 Fillin the reason: User will be asked to fill this in
4  Press OK

NOTE: If Cancellation occurs in error, users can Un-Cancel as well by right clicking on
what was originally canceled. Results cannot be entered on canceled items.

Previewing and Reviewing Reports

At any time in Result Manager, a report may be reviewed by using the context sensitive
Case menu options:

Preview (Ctrl+W) - Preview the Result Report, in the next available report status

Preview Draft - Preview a draft copy of the Report, allowing you to select the profile you wish to preview
Report Review - View the result report in the current state (the last saved report)

View Corrected - View consolidated list of comments entered for corrected report reasons

Report Summary Window

Whether previewing a report that has not been saved or previewing a draft report or
reviewing a report that has been saved.with Report Review, the window that opens to
display the report is the Report Summary Window, shown in Figure 3-8.

Report Summary: [Case]-CLI2020-000038-Caron, Jack-FINAL [m] x

Patient Caron, Jack

Number CLI2020-000038 2020-11-06 16:26 PRELIMINARY
Submitter Group

Lists all instances of the report that have been saved.

B save Copy [ Print I Quw:kPrlntI Beset | @ Previous @ Next 0B Find | &), zoom Out @), ZoomIn (@), Zoom ~
5 -

\ Allows user to set default printer access

S ‘( = Psyche Systems Corporation
Ps CHE 25 Birch Street, Milford, MA 01757

Medical Laboratory Software 5084731500
Clinical Report
PatientName: Caron, Jack CaseNumber: CLI2020-000038 Pleasant St. Office
Date of Birth: 2019-06-15 Submitter: Pyne, Warren Address 2: 308
Fasting Status:
Blood
Electrolytes Chemistry Lytes for report
Test Result Units Range Critical Range: Range Flag Comment
Sodium 144 meg/L 136-145
Potassium 44 meq/L 35-50 20-60
Chioride 94 meq/L 98 - 106 L
Carbon dioxide 29 meq/L 23-28 H
H&H
Test Resuit Units Range Cntical Range Range Flag Comment
Hemoglobin 14.0 gm/dL 110-140 60
Hematocrit 440 % 320-420 180 H
Report Count 2020-12-23

1

Resends results to Result Interface
, Resends results using distribution

/ rules appropriate for the case
|| Resend Latest | ‘ Redistribute Latest ||

Status: Ready

Figure 3-8 - Report Summary Window

ResultManager



If there have been multiple instances of the report save, such as preliminary, final, etc.,
each saved report can be viewed by selecting it at the top of the window. Above the
report body are standard Windows document viewing commands to Print, Save to a file,
Zoom in or out, etc. Among those commands is the NucleoLIS Quick Print link, which
allows you to set up a ready available printer.

In the Report Summary Window, the Quick_Print link opens the standard windows
printer dialog box, where you can select an available printer to which you print the
report. Once a printer has been selected, the Quick_Print link changes to the name of
the printer you selected, similar to the following example:

HP 132CE3 (HP Envy 5660 Series)

From then on until you log out of the NucleoLIS session, any Report Summary windows
display your printer as the Quick_Print printer, which you can then click and directly
print the report to that printer without selecting from the Windows printer dialog box.

If you need to change your Quick Printer during your current NucleoLIS session, there
is also a Reset link to reset the links back to Quick_Print for a printer to be selected.

Save Copy [ Print HP132CE3 (HP ENVY 5660 series) Reset ) ¥ & Find | &), ZoomoOut &) ZoomIn (&) :

NOTE: The standard Print link is always available as standard Windows functionality
and opens the Windows printer dialog box for printer selection. Quick Print bypasses
that step and allows printing more quickly.

Clicking the Resend Latest button resends the result report to any installed result
interface recipients. When you click Resend Latest, the following prompt displays:

Are you sure you want to resend the latest saved result report?

Yes Mo

Click Yes to send the results or No to return to the Report Summary.

If your system has multiple Result Interfaces installed, NucleoLIS may be configured
with identification names for each of the interfaces (SWR preference ResultInterfacelD).
If configured, you can choose which result interface to send your results to by right-
clicking Resend Latest and selecting the interface ID from the displayed menu.
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Lavender Top

CDC

Statelab
ABC

Right-click
Resend Latest Redistribute Latest

Figure 3-9 - Selecting Interface to Resend Latest

Once selected, you are prompted as above.

Clicking the Redistribute Latest button resends the report using the current distribution
rules for printing, faxing and secure email distribution for that case. When you click
Redistribute Latest, the following prompt displays:

Are you sure you want to distribute the latest saved result report?

Yes Mo
[ |

Click Yes to distribute the results or No to return to the Report Summary.

If your system is configured (SWR preference ReportDistribution), the Report Summary
window allows you to distribute reports manually whenever you wish. Right-click on
the Redistribute Latest button and select one of the distribution options shown below.

Fax

Print

Ml DN

Secure Mail

Right-click s

Resend Latest Redistribute Latest

Figure 3-10 - Selecting an On Demand Distribution Option

Each of the distribution options opens the On Demand Distribution window, with the
selected distribution method enabled and checked. Figure 3-11 shows the On Demand
Distribution window after selecting the Print distribution option.

For printing, it’s best to choose an available printer on your network from the drop-down
list. Once selected, click Add to add it to the destination printers. More than one printer
may be added to which to send the report.

For Fax or Email, enter the fax number or email address in the appropriate field and click
Add to add it to the distribution. Multiple fax numbers or email addresses may be added
to the distribution.

You may also add an optional greeting to emails in the Greeting field.

ResultManager <13
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E4 On Demand Distribution K

Local Print | v
Conference Room 1 DIRECT -
HP LaserJet 600 DIRECT Edit
Kitchen Laserjet DIRECT
WorkCentre 5335
Xerox HP Universal

Fax []

Secure Mail []

Greseting | QK Cancel
Status: Ready

Figure 3-11 - On Demand Distribution
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Once a case has been made final, any additional results must be added as a corrected report.

To make a corrected report:

Access the case by one of the search parameters described in the section above.

Open the Consolidated Result Entry Window. (Users may need to “Re-open” the
case if using the Sign It functionality in order to Correct the report, depending on the
workflow.)

Enter additional information needed. Click Save Corrected.
Click Save Corrected. The report preview window is displayed for review.
View the corrected report, enter the required corrected comment and click Save.

Unless the corrected comment is entered and Save is clicked, the corrected result will
not be available for reporting.

The IReview Window is where you review results as they are received from an interfaced
instrument, verify that they are accurate, and then release them to the case for reporting,
if satisfactory.

In order to use /Review, you must have at least one interfaced instrument and have
configured that instrument in the /nstrument Definition Library to use IReview. See the
Library chapter for a description of the Instrument Definition Library.



If configured, IReview is accessed from the Result Manager window by clicking the
IReview button in the upper left corner of Result Manager. The IReview window is
shown in both Figures 3-12 and 3-13, since it is a large window with many columns. A
scroll bar is available to scan the full window.

Initially, IReview displays no records (or rows). The window is populated with specific
instrument data by using the /Review Filters and clicking the Search button.

TReview
Instment: (BIOFIRE BatchID: [_ap|- - Fending Only
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Image Fies Profle Constiuert ~ PafiertNawe  CaseMumbmr  pocemen fosies Instrument Resut Resul IReaul2 1Resul3 el &l
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RFF Adenovirus DrAgostino, Bonita | M2013-000305 504457142 12/26/20131:54 PM | BIOFIRE Mot Detected
Adenovins BAGILE. EDUAR... | MITIS0003M4 | S04457111 12/26/2019 200 PM | BIOFIRE Mot Delected
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Adenovirus Test, Mondap CL2019.000165 38323103 12/304201312:02 BIOFIRE Mot Detected
Adenovins Tester, Theresa | CL2DTS000172 | 4470309 12/30/20191207 .. |BIOFIRE Mot Delecled
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Figure 3-12 - IReview Window - Left display
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Figure 3-13 - IReview Window - Right display
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Chapter 3

Multiple Filter options in the IReview window allow you to select the specific
instrument results to review based on your laboratory’s workflow.

Instrument: Drop-down list of all the instrument codes that have been configured in
your LIS for [Review review. Select one defined instrument or ALL interfaced
instruments.

Batch ID: Not currently implemented.

Pending Only: The Pending Only checkbox is checked by default. Unchecking it
will retrieve results that have already been released. (Not currently implemented.)

Profile: Drop-down list of all the profiles that have been configured for instrument
IReview. Select one or ALL profiles.

Constituent: Drop-down list of all the constituents that are contained in profiles that
have been configured for instrument IReview. Select one or ALL constituents.

Filter (1 & 2): The two filter drop-down lists allow you to further filter the results to
process with IReview. Select one of the following data types, then enter the desired
value in the subsequent field.

Profile Type

Patient Name

Case Number

Specimen Number

Instrument

Status

Batch ID (not currently implemented)

Once all the above filters have been set, click the binoculars to search for instrument
results that meet all the specified filter criteria.

Following are the data columns displayed in the IReview window. Each row in the grid
represents one result. Column sort order, by default, is by Constituent, but the record
order in the grid can be resorted by any column by clicking the column header. A second
click sorts the rows in the opposite direction.

Image Files: If the instrument has sent an image as part of the result, the column
displays the word View.

Profile: Profile Code as defined in the specific profile library

Constituent: Constituent Code as defined in the specific constituent library
Patient Name: Name of patient

Case Number: Case number for order

Specimen Number: Specimen number for order

Result Date / Time: The date and time the result was entered, if viewing completed
results. If running IReview to locate pending results in preparation for releasing new
results, the date and time will be current.

Instrument: Instrument Code as defined in the Instrument Definition library



IResult, IResult1 - IResult6: If IReviewMode for the instrument is set to Execute,
instrument results are processed through the rules and logic settings defined in the
Data Entry Definition (DED) for the profile before being sent to IReview. In this case,
the IResult columns will contain appropriate R1-R6, range, range comment,
abnormal flag, and reportable status, based on the DED settings for the test.

The column names for R1 through R6 display correctly according to the DED, if there
is consist definition among the profiles selected.

If IReviewMode for the instrument is set to Accept, the instrument results are sent to
IReview without the DED logic processing.

Abnormal checkbox: Checked if result is defined as abnormal in Data Entry
Definition for the profile constituent.

Reportable checkbox: Checked if result is defined as reportable in Data Entry
Definition for the profile constituent.

IRange: Range for the test
IRange Comment: Range comment for the test, if defined

Status: At this time, since IReview is only processing results that are pending, the
Status field displays “In Process-username”. When Pending Only flexibility is
implemented, other Status messages will be displayed.

Batch ID: Not currently implemented.
Batch Status: Not currently implemented.

Signed checkbox: Checked if profile is defined to be signed and has already been
signed prior to review.

Process Comment: When either a Repeat or Reject action (see below) has been
performed on a result record, the user is automatically prompted for a reason for the
action. These comments are shown in the IReview Process Comment column and
stored in the InstrumentReviewTable. Multiple comments are appended, as opposed
to overwritten.

In Result Manager, the InstrumentResults section of the Profile and Constituent
records display the Process Comment and Creation Date.

Select Release: Selects all rows for release

Select Reject: Selects all rows for rejection

Clear Selection: Clears any currently highlighted rows

Release: Releases and removes all selected/highlighted rows from IReview window
Reject: Rejects and removes all selected/highlighted rows from IReview window

Repeat: For Instruments that are set to IReviewAllowRepeat, the Repeat button is
enabled in [Review. Selecting one or more records and clicking the Repeat button
resends the order to the instrument.

Close: Closes the IReview window.

NOTE: Releasing or rejecting result rows does not automatically refresh the display.
You must click the binocular button to perform another search to refresh the window.

ResultManager
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If using the Clinical functionality in NucleoLIS, and the critical result prompt
requirement preference is enabled, releasing critical results opens the Critical Comment
Entry window displaying the critical results with a blank field to enter the appropriate
comment. See below.

If Cancel is clicked, no results are released.

If OK is clicked without a user comment being entered, the result is saved with the
standard CRITICAL_COMMENT_REQUIRED as the comment and the profile
cannot be completed or the case finalized.

If OK is clicked and user comments have been entered, they are saved with the user's
comment, along with date, time and user name, and can be finalized.

|54 IReview - Critical Comment Entry x
X . Patient Case Result Date Critical
Profile Constituent Name Number Time Result Comment
> Caron. Bobby _|CL020000087 [9302020 147PM 31

cDcCl MNeutrophils Barksalot, Brunc |CL2020-000086 |9/30/2020 12:59PM |31 Rechecked

cDcCl MNeutrophils Bishop, Tom CL20719-000797 |9/28/2020 6:53 PM 31 Rechecked|

cDcCl MNeutrophils Barksalot, Brunc | CL20719-000062 | 9/28/2020 6:50 PM 31

cDcl Neutrophils Bell, Tinker CL2079-000087 |928/2020 6:50 PM |31

cDcl Hemoglobin Boop, Batly CL2020-000109 | 1/92020 6:18 PM [136

CRITICAL COMMENT ENTRY OK Cancel

Figure 3-14 - Critical Comment Entry Window

Chapter 3

In order to use the Quality Review functionality built into NucleoLIS, you must enable
the SiteWide preference EnableQualityReview and then add the settings that are
appropriate for your laboratory. Refer to the Configuration Chapter for more
information on Quality Review settings.

Depending on your settings, random and/or abnormal cases are flagged for review. A
message is displayed as users finalize cases indicating that the case is being flagged.

Users with the CanQualityReview privilege can review cases that have been flagged by
clicking the Quality button in the Result Manager window. The Quality Review Search
window, shown below, opens.



[ Quality Review Search [

Flagged For Review From m
Flagged For Review To 802017 [+

[Mot Reviewsd] V| [Use Dates] ]
[Exit On Search]  [# | Ty | | Close |
Status: Ready

Figure 3-15 - Quality Review Search Window

In the Quality Review Search window, use the following criteria to create your review
list. Once the search has been initiated, those cases selected are displayed in the /ist grid
at the top of Result Manager.

* Flagged For Review From: Select or enter starting date to select cases for review.
* Flagged For Review To: Select or enter ending date to select cases for review.

* [Not Reviewed]: Checkbox is checked by default to only list those cases not
reviewed. Uncheck if you want to list reviewed cases too.

* [Use Dates]: Checkbox is checked by default to only list that were flagged for review
within the specified date ramge.

 [Exit On Search]: Checkbox is checked by default to automatically close the Quality
Review Search window after initiating search by clicking the binoculars.

* Click Close button to close window without initiating a search.

Once a list of cases to review has been generated through the Quality Review Search
window, the columns on the list grid change to reflect data that is relative to reviewing
cases. The following columns are added to the list grid:

* Review Flag

* Reviewed By

* Reviewed Date

* Reviewed Comment

Follow these steps to review each case on the list.

Select a case to review by double-clicking it in the list grid.
Review the results displayed.

When completed, with the case highlighted, select Flag Reviewed from the Quality
Review menu. A dialog box verifying the case number prompts for a comment.

Enter a comment and click YES, or click NO to exit without flagging as reviewed.
Continue from Step 1.

ResultManager <19



The Quality Review Search window can also be used to lookup previously reviewed cases
by entering the appropriate date range and unchecking the [Not Reviewed] check box.

The review specific columns will be populated. You may also select a case in the list
grid and then choose Review Details from the Quality Review menu to see review data,
including the time of review.

NucleoLIS may be configured to archive cases after a defined number of days following
the final report. This keeps the number of easily accessible cases at a manageable level.
Archived cases are still accessible in NucleoLIS, but they must be located through the
Archives button in Result Manager, which opens the Archives Search Window below.

1 Aurchive Search @

Patient Narme

Patient Code

DoB

VisitCode

Accession Mumber

Specimen Number

Collection Date (frorm)

Caollection Date {ta)

Received Date ffrom)

Received Date it}

Submitter Mame -

Group Mame -

Profile Types | ﬂ

Profile Definitions [ =
[Search Like Valuss] 7
[Eit On Search] 7 [ Closs |
Status: Ready

Figure 3-16 - Archives Search Window

You can search for archived cases by any or combinations of the following criteria:

e Patient Name: Name of patient (last, first)

* Patient Code: Patient identification number

* DOB: Patient date of birth

* Visit Code: Patient Visit number

e Case Number: Case number, if known

* Specimen Number: Specimen number, if known

* Collection Date (from): Earliest collection date for specimen

* Collection Date (to): Latest collection date for specimen

* Received Date (from): Earliest date specimen was received in the lab
* Received Date (to): Latest date specimen was received in the lab
* Submitter Name: Drop-down list to search by Submitter Name

* Group Name: Drop-down list to search by Submitter Group Name

Chapter 3



* Profile Types: Drop-down list to select one to All profile type categories

* Profile Definitions: Drop-down list to select one to All profile definitions of the type

selected in the previous field

* [Search Like Values]: Checkbox is checked by default to find cases based on similar

matches to search criteria

¢ |[Exit On Search]: Checkbox is checked by default to automatically close the
Archive Search window after initiating search by clicking the binoculars.

Press Enter or click binoculars to initiate the search. The list returned may contain
active and archived cases matching the entered criteria.

NOTE: Psyche configures the Deactivation process to run automatically when users log
in or it can run in the background. The SiteWide preference DaysToMaintainFinals

controls how many days a case remains active after it is finalized.

Worksheet Manager - Integrated Worksheets (IWS)

The worksheet functionality built into NucleoLIS leverages Excel like features to model
the extreme use of spreadsheets for tracking specimen preparation data. If the Integrated
Worksheet preference is enabled and at least one Worksheet Template has been added
to the library, you may use the Worksheet Manager to create new or modify working
worksheets. The Worksheet Manager with the template selection window is shown in

Figure 3-17.
NucleolIS (=]=] =
File Operations Window System Management \;“i“ﬂ
Ba i | € [ B X |l & () © &
B ERSIENDOEXW
5
File Home Insert Page Layout Formulas Data Wiew
=] [= L 2 = =z L > W
S & 3O a A ¥ E
New Open Open Save  Commit ew P Print Print ndo Redo Export Import
Committed Preview
AL - v 1 -
4 A B C D F G H 1 1 k
i
]
2
3
4
5 Selection List @
; o -
7
. Code Description -
a » TESTLOG DNAQUANTITY LOG
10 Variart Log - KRAS Data capture for variant DNA findings - KR..
11 TESTLOG RNA DNAQUANTITY LOG
12 Sample Workshest Test Sample Woarkshest
13 FFPE FFFE E
14 Chef Template Chef Template
= Chef Library Chef Library
1 FFPE_2 FFPE_2
17
Edraction Exdraction
18 | &
P Merged Merged
20 Workbook Workbook Test -
2 Status: Ready
22
2
W4 | sheetr |
Status: Ready

Figure 3-17 - Worksheet Manager with Template Selection (New)
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* Templates stored in the database, this allows for easier administration

* Users work within the context of NucleoLIS, improving ease of use objectives
® Data is saved discretely for analysis

* Opens the door for data communication/transfer with NucleoLIS

Users who have the privilege CanWorksheet, may interact with Worksheets through the
Result Manager - Operations Menu by selection the Worksheet Manager menu item.
The following options are available in the Worksheet Manager Window:

Toolbar Option

New

Open

Open Committed

Save

Commit

View Properties

Print
Print Preview
Undo / Redo

Import

Export

Integrated Fill

Integrated Action

Description

Select to create a new worksheet; opens the template selection window
shown above to select a template to use

Opens an in progress worksheet; prompts the user to select from
worksheets in progress; locked worksheets are displayed as read only

Opens the Query Committed Worksheets window to search for an
already committed (completed) worksheet. Search filters include: date
range, valid templates, worksheet names, and any value that may be
present in an existing worksheet, such as case number, specimen
number, or name.

A bold red READONLY message is displayed on the tool bar.

Saves the worksheet

If the worksheet is being saved for the first time, the user is prompted to
enter a name for the worksheet. Default is “Template Name - username
- yyyy-mm-dd”. Subsequent saves prompts the user to enter a note.

Clicking Commit commits the worksheet indicating to the system that the
worksheet is complete. It is at this time that discrete data associated with
the spread sheet is saved.

View Properties displays meta data associated with the worksheet such
as Locked State, Committed State, Worksheet name and Notes.

View Properties also exposes a mechanism for Clearing Locked and
Committed States, which may be necessary under some circumstances.

Opens window to select printer to print the worksheet
Allows you to preview and print the current worksheet
Reverts last step performed / performs last edit again

Opens a window to import a worksheet in a number of file formats,
including XLSX, CSV, and TXT

Opens a window to export the worksheet to a number of file formats,
including XLSX, CSV, and TXT

If an Integrated Configuration exists for the selected worksheet tab, the
Integrated Fill button is enabled.

If an Integrated Configuration exists for the selected worksheet tab, the
Integrated Action button is enabled. The Integrated Action button is
not enabled until the worksheet has been Saved.



Integrated Fill

Using a Worksheet that has an Integrated Configuration defined in the Library, clicking
the Integrated Fill button opens the Fill Integrated Worksheet window, shown below.

4 Fill Integrated Warksheet m} ®
Case Types - Status Steps - e
Sources Blood, Test -

Name Patient Code  DOB Sex Accession # Specimen N... Source Status Step Received D... Collection D.. ®Q

g7757512 9700101 | MU2016:000040 97757719 JBood | Jaeos2 | |

Basilio, Giudo 20642425 1966-02-24 M2015-000007 36433363 Test 20151009 2015-10-09

Basilio, Johnrny 137216805 M2016-000018 137216875 Blood 20160812 2016-08-23

Basilo, Rocco 83438016 M2016-000025 146966141 Blood 2016-03-20 2016-03-20

Basilo, Rocco 83438016 M2016-000026 146966306 Blood 2016-09-20 2016-09-20

Boop, Betty 456785 1965-03-23 Female 3215411220R 321541137 Blood 2018-04-03 2018-04-03

Boop. Betty 456789 1965-03-23 Female M2018-000150 485357056 Blood 2019-04-24 2019-04-24

both, bath 503612726 M2015-000051 503612733 Blood 20191004 2015-06-20

Brackpool Ni... 231218702 Female M2018-000155 450168068 Blood 2019-05-06 2019-05-06

Buckley Jr, B... 265858631 19930203 3212280530R 321228063 Blood 2018-04-02 2018-04-02

Buckley Jr, B... 265858631 1993-02-03 MIC2017-000008 292464439 Blood 20180103 20180103

Bunyan, Paul 72660770 1384-10-01 Male CL2016-000090 72945816 Test 2016-10-09 2016-02-05

Cancel, See... 164186515 M2016-00003% 164190857 Blood 2016-11-13

Cancel, See... 164186915 M2016-000041 165695623 Blood 20161118

Caron, Bobby 503608853 2005-11-05 Male M2015-000045 503608863 Blood 2019-08-28 2019-06-11

Caron, Bobby 503611503 2005-11-05 Male M2015-000035 503638954 Blood 2019-08-30 201907-31

Caron, Bobby 507213786 2005-11-08 Male M2020-000036 507213795 Blood 20200317 20200317

Caron, Wilie 291734357 2017-12-2% Male M2017-000049 232423031 Blood 20180103 20180103

Case, Signer... 5 2010-02-04 Female M2017-000011 246585370 Blood 2017-06-23 2017-06-22

Case, Where... 132103246 CL2016-000053 13210339 Blood 20161010 2016-08-08

Claus, Santa 433016111 1900-12-25 Male M2018-000088 433019838 Blood 20181208 20181208

Conmeira, Dea... 152064204 2016-09-26 CL2016-000100 170843475 Blood 2016-12-05 2016-12-05

Fomaira Nas 26105202 16700101 1016 NNNIE T1R4RIR Taot INTENT IR INIENT IR &
4+ ‘Worksheet Row Start |13 = Fill
$ Worksheet Row End |28 = Remove

Status: Ready Mapping 16 of 75 rows found

Figure 3-18 - Fill Integrated Worksheet Window

The filters are populated based on the worksheet’s configuration and may be edited, but
not cleared.

Clicking the Binoculars loads the grid with eligible records in which to "Fill" the
worksheet. Case and/or Specimen Numbers may also be entered/scanned in the Scan
Search field.

Eligible records are determined as:

* Meeting the filter requirements

® (Case must be active

* Specimen must be received

® Specimen must have a source definition defined

* Profile cannot be complete

* The record cannot exist in another instance of the selected worksheet\tab

NOTE: The extra field may be used to load specific case or specimen numbers, either
entered manually or scanned with a bar code reader.

Once the eligible records are loaded, this list can be refined to determine which records to
"Fill" into the spreadsheet.

® Columns allows sorting

® Up\Down arrows buttons allow moving rows up and down. Hold the arrow button down
continues to move the selected record in the selected direction.

* Worksheet Row Start and Row End can be configured to set the rows in which to populate.

* Clicking the "Fill" button maps the records to the spreadsheet. See Figure 3-19 for an
example of a “filled” worksheet.

* (Click the Remove button to remove the selected record.

NOTE: The spreadsheet must be saved after the fill operation.
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File | Home  Insert  Pagelayout  Formulss  Data  View
T . L W ) L > o o= T\; o
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F12 v % v f| Elution Tube ID (Fatient Name)

4 A B C D E F G H 1 J K
1

2 Extraction Blood DNA v1.0.1

3

4

5 Software Maxwel |2 REC Operator PromegaP C\Bi

& Software Version w242 Run Date 5/6/2013

7 Instrument Hame  Maxwell gDNA Start Time 02:57:40 P

& Instrument Serial Mo 10000306 End Time 03:34:31 FM

9 Rrmware Yersion w4.15.0 Duration 3851

10 Run Status Completed

11

s Catalo; Lot oo Hution Tube ID Test  Amount of Bood Sample

iz Fosition Numb:r Sample 1D Humber Expiration Month (Patient Mame) LABID Gender Ordered  Received (mL) l:!uari'tv
13 1 507583999 Link, Missing M2020-000054

14 2 507538383 Sanding, Sammie M2020-000053

15 3 507491634 Caron, Bobby 12020-000048

16 4 507268171 3qua, blue M2020-000047

17 s Asld00 507220295 153421 2020-09 Barksalot, Bruno M2020-000040 i SHNP 3l oK
15 3 A51400 507223698 183421 2020-09 BASILE, G4RY F 12020-000043 1 PaH 3.5ml ok
13 7 A51400 507215805 183421 2020-09 Duck, Daffy 2020-000037 F PYS 3ml oK
0 [ 451400 S067306892 183421 2020-09 Duck, Daffy 2020-000031 F SHP aml Ok
21 ] A31400 506646511 163421 2020-09 BASILE, EDUARDO F CL2020-000012 1 SHP 1.5ml oK
2z in A3ldon 506646664 183421 2020-03 Buckley (11, Betty Sue loe M2020-000023 F 353 arnl felis
23 11 Asld00 SO6645720 153421 2020-09 Caron, Bobby T2020-000001 M M M M
24 12 504480766 Baille, Guiseppe M2019-000316

25 13 504480648 D'agosting, Bonita 2019-000309

2 14 504480714 doatoa, new 1M2018-000513

27 15 504480665 Fabulous, Friday 12018-0005310

28 16 504480608 Gibbetts Janela 1M2018-000318

23

Kl -

- Spectrophotometer 1000 Quantitation

32

Concentration

33 LABID (ng/ul) 260/260 260,230

34 19-0235-DB2 413 154 224

35 MO2019-000359 382 1.84 2.25

3% MO2019-000360 3775 1.84 222

37 MO2019-000361 48232 1.84 227

38 MO2015-000362 3543 1.86 223

39 Mo2018-000363 3081 182 222

40 M 4.8 119 0E7

M4 v | Extraction Sheetl + oA »
Status: Ready

Figure 3-19 - Worksheet after being “filled * in Integrated Fill Window
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Using a Worksheet that has an Integrated Configuration defined in the Library, clicking
the Integrated Action button opens the Execute Action window, shown in Figure 3-20.
The Integrated Action button is not enabled until the worksheet has been Saved.

The filters are populated based on the worksheet’s configuration and may be edited, but
not cleared.

Clicking the Binoculars loads the grid with eligible records in which to Execute Actions.

The configured actions appear as check box columns. Individual items can be checked
and unchecked accordingly.

By right clicking on the Action button, you can select or deselect an action on all eligible
records: Set Step, Order Super Panel, Add Charges.

As NucleoLIS technically loses track of the records once they are loaded into a
worksheet, an end user verification of records is required before actions are committed.

This verification is performed via the Linked column check box. Any records in which
Linked is not checked will not be included in the execution of actions.



If multiple candidate records exist for a given row, the linked check box will default to
not checked. Double clicking on the row will allow the user to pick the row in which to
execute actions from the determined candidates.

1 Execute Action - Integrated Worksheet o |5 mE
Case Types - Shatus Steps -
Sources Blaod, Test -

Profiles *TAG -

Liked  SelStep gg;zv T Hame Palient Code Doe Sex AEOSSIN  GpecimenMunber  Sowce StatusSten  RecehedDate  Coleclion Dale
T : ,
V] V] V] V] Sanding. Sammie | 5 6 20 i3 4
V] V] V] V] Caron, Bobby 507491827 2005-11-05 Male #2020-000048 507491834 Blood 20200323 2020-03-23
V] V] V] V] aqua, blue 507268164 2017-02-20 #2020-000047 507268171 Blood 20200318 2020-0318
V] V] V] V] Barksalot, Bruno | 507220289 2016-03-30 Male #2020-000040 507220298 Blood 20200317 2020-0317
V] V] V] V] BASILE, GARY F | 507223652 1970-01-01 L +2020-000043 507223698 Blood 20200317 2020-0317
v v v 7 Duk Dty | s0721573 19500303 Male MZ020000037 | 507215605 Blood 20037 220317
v v v | DuokDaty | 5057305 19600303 Male M202000031 | 606730892 Blood 200305 2200308
v v v V] BASILE EDUAR.. | SOBSIEASE 19700101 W CLEOZOO0NIZ | SUeBASsTT Blood 200304 20200301
7 7 7 ] Buokdey Il Bty .| 508546854 20150714 Fenae MZD20O000ES | 0BB4GEE4 Blood 20200304 2200301
7 7 7 U CaonBobby |5O0BSASTI3 20051145 Wale T2020000001 | 508645720 Blood 20200304 2200301
v v v ) Bale Gusepps | 503766380 ez 21 MDISON3TE | 504480765 Blood 0191227 131227
V] V] V] V] D'Agosting. Borita | 14840608 1970-01-071 #2013-000309 504480648 Blood 01581227 20191227
V] V] V] V| doatoa, hew 317462039 #2015-000313 504480714 Blood 20131227 20191227
V] V] V] V] Fabulous. Friday 108370346 2000-04-25 #2015-000310 504480665 Blood 20131227 20191227
V] V] V] V] GibbettsJanela 291217275 Female #2015-000318 504480808 Blood 20131227 20191227

Action

Status: Rieady

Figure 3-20 - Execute Action Window from worksheet Integrated Action

Steps to creating a Worksheet

Open ‘Worksheet Manager’ from the ‘Operations’ menu.
Click ‘New’ and select a worksheet.

Enter case numbers and any appropriate data in the respective column, or if using
an Integrated Worksheet, click Integrated Fill.

Organize the the records to fill in the Fill Integrated Worksheet window. Click Fill.

Click on Save and accept the default name ‘Worksheet Name’ — Username - yyyy-
mm-dd’

If there are any actions to perform on the worksheet, click Integrated Action button
and open the Execute Action window.

Select and review actions. Click Action.

Click Commit — The worksheet now changes to ‘Read Only’ indicated at the top of
the window

To view Committed Worksheets

In Result Manager select a case that has been entered in a worksheet.

Right click on the case number to open the context-sensitive menu and select ‘Query
Worksheets’

In the Query Worksheets window, click the binoculars to search for any associated
worksheets.

Choose the worksheet you want to work on and the worksheet opens.
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* Locking Applies to both Templates and in use spreadsheets. The concept is necessary
to prevent users from overwriting each others spreadsheet data.

* Asatemplate or worksheets becomes in use, NucleoLIS Locks the record. The users
code, the date and time are set on the record for informational purposes.

* Asauser closes the window or moves on to another record, the worksheet or template
is unlocked and made available for use.

* To unlock a template, from the Worksheet Template library, select the ellipsis
associated with the Clear Locked State field and answer the prompt.

* To unlock a worksheet, from the Worksheet Manager, click View Properties, and
select the ellipsis associated with the Clear Locked State field and answer the prompt.

* Only users defined as CanManageLibrary are allowed to clear a lock.

* Committing applies to Worksheets (not templates) and is effectively the act of
completing the worksheet.

* The record is tagged as committed with the user that committed, the date and time.

e [t is at this time that discrete data is stored associated with the worksheet and the
worksheet becomes read only.

» Users with the CanManageLibrary privilege may clear the committed state from a
worksheet, by accessing the worksheet in the Worksheet Manager, then click View
Properties, and select the ellipsis associated with the Clear Committed State field and
answer the prompt.

* C(Clearing a committed state leave the discrete values in the database, but marks them
as "InUse = false" (This is a slightly different auditing mechanism).

This feature leverages Integrated Worksheets to allow for structure handling of variant data.

When I[sVariant is true on the Worksheet Template, the handling of the Worksheet
Commit feature is altered.

Variant data is stored within it's own table in a structured way to which enables
optimized storage and querying.

The VariantMap setting relates the spreadsheet columns to the database columns
defined on the template as described in the Library chapter.

NucleoLIS has the optional functionality built in to allow the merging of existing
specimens on the same case that are from the same source.

When a Specimen is highlighted, the Specimen menu or the Specimen context menu
(right-click) contains the option Merge Specimen.

Select Merge Specimen and the Merge Specimen window, shown in Figure 3-21, opens.
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Merge Specimen @

Specimen Merge Options Specimen Merge Selection
[SPECIMEN]-Blood-503638420 -2015-06-20 [SPECIMEN]-Blood-503611885 -2015-06-19
[SPECIMEN]-Blood-503638425 -2015-06-21

/| Transfer Orders On Merge

Status: Ready

Figure 3-21 - Merge Specimen Window

Using the Merge Specimen window:

The window displays two pick lists. ltems are moved between the lists by double-
clicking.
* Leftis alist of eligible specimen(s) to merge. Eligible specimens include those on the case

that have the same source as the parent specimen and are not already the recipient of a
merge.

* The list on the right contains the specimen that has been selected to be merged.

NOTE: If the specimen selected for the merge operation is NOT already the recipient of a
merge (denoted as a sub specimen in the Tree view), the specimen is automatically added
to the selection list (on the right). Also, it cannot be removed. It is part of the merge.

If the specimen selected for the merge operation is already the recipient of a merge
(denoted as a sub specimen in the Tree view), the specimen does not appear in the
selection list (on the right).

Once you have selected the eligible specimen to be included in the merge you may
perform the merge. The Merge Specimen button is not enabled unless the selection
list justifies it.

Merge Specimen also provides the option of transferring all orders on all specimen
to the merge specimen record. The check box Transfer Orders On Merge controls
whether to transfer or not. You can click the link Show Orders to Merge to see, based
on the currently selected specimen, which orders will be transferred.

NOTE: Orders that have already been completed (or signed) are NOT eligible for
transfer to the recipient specimen of a merge.

Click Merge Specimen and accept the prompt to initiate the merge. The window
automatically closes upon completion of the operation.

After the merge, the tree view is updated to display the changes and the recipient of
a merge is automatically selected.

A new category section has been created on the specimen record Specimen
Additional Details.
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MergeComments - Populated from the preference node MergedComment on specimen that
have been merged. (visible only if the field has a value)

MergelntoComments - Populated from the preference node MergedintoComment on
specimen that have been the recipient of merged. (visible only if the field has a value)

MergedSpecimen - Available on merge recipients, provides a link to see the details of the
specimen that were merge (currently there is no means to remove a specimen from a merge)

Merge Specimen Example

Case: 123 Case: 123

Specimen A Specimen A
Sub-Specimen D

Profile A
Specimen B ’ Profile A

Profile B _Profile B
Speci c Specimen B
pecimen Specimen C
Profile C Profile C

- Select Specimen A

- Right-click -> Merge Specimen

- Add Specimen B to pick list on right.
- Check Transfer Orders on Merge

- Click Merge Specimen




Menu Option
File

Operations

Window
Signing

Printer

Description

Show User - shows current user

User - Set Font and Reset Font

Version - Displays current application version, with install date
Exit - exits NucleoLIS

Accession - opens the Accession window

Result Manager - opens the Result Manager

Run Tracking - opens the Run Tracking window

Batch Result - opens the Batch Result window; see Batch Result
chapter

Worksheet Manager - opens the Worksheet Manager; see Result
Manager chapter

Storage Find - allows you to find the location of a specimen
Batch Steps - opens the Batch Steps window

Batch Label - opens the Batch Label window

Library - opens the Library window

Label Designer - opens the Label Designer

Result Report Designer - opens the Result Report Designer
Distribution Designer - opens the Distribution Designer, for fax cover
sheets

Analyzation Map Designer - opens the Analyzation Map Designer
window

Human Resources - opens the Human Resources window

Storage Manager - opens the Storage Manager window
Configuration - opens the Configuration window

e.Query (Design Management Reports) - opens the e.Query
Management Report designer; see e.Query chapter

e.Query (Data Analysis) - optional tool to create adhoc queries on the
database using e.Query functionality

Run e.Query (Run Management Reports) - opens the Management
Report window

e.Dashboard - if purchased, opens the e.Dashboard window — see
separate documentation

e.Monitor - if purchased, opens the e.Monitor window; see e.Monitor
chapter

e.Docs - if purchased, opens the e.Docs window; see e.Docs chapter
e.Outreach - Sync - Synchronizes Outreach and NucleoLIS test
definitions

Delivery Monitor - opens the report delivery monitoring window

Menu options may be present depending on which modules have been
purchased and enabled.

Shows currently opened windows to select
Optional selection of signing location, if preference is enabled

Reset Current Printer - allows you to reset the current default printer

ResultManager
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Menu Option

New

All

Display

Patient

Case

Description

Patient (Ctrl+N) - creates a new patient

Visit (Ctrl+V) - creates a new visit on the current patient
Case (Ctrl+E) - creates a new case on the current visit
Specimen - creates a new specimen on the current case

Save (Ctrl+S) - save current record
Audit (Ctrl+T) - shows audit table of current record
Delete (Ctrl+Shift+D) - deletes the current record (if allowed)

Determines which level in the hierarchy to initially view the data in the
directory tree: Patient, Visit, Case, Specimen, when selecting from the
search list grid.

Patient History (Ctrl+P) - opens the Patient History window

Preview (Ctrl+W) - Preview the Result Report, in the next available
report status

Preview Draft - Preview a draft copy of the Result Report, allowing you
to select the profile you wish to preview

Report Review - View the result report in the current state

View Corrected - View consolidated comments for all corrected report
reasons

Sign It (Ctrl+G) - Signs the case

Unsign It (Ctrl+G) - Allows the user to unsign a case as long as the
report status is still Pending or Preliminary

Save Amended - Save a report that has been amended

Save ‘Other’ - Other report types may also be configured (optional)
Reopen It - Reopen a case for editing and corrected report creation
Save Preliminary - Saves the case as preliminary

Save Final - Saves the case as final

Document System (Ctrl+D) - View scanned documents from 3rd party
tools

Print Label (Ctrl+H) - Print the case label

Charges (Ctrl+G) - Open charges list to add/remove charges to
specimen

Charge Audit - Opens an audit window of all charges applied to case
Patient History (Ctrl+P) - View patient history

Query Worksheets - If enabled, opens the Query Committed
Worksheets window enabling users to easily access applicable
worksheets while reviewing cases in the result manager.

Only committed worksheets are available in the Query Worksheets
window. Search values default to the current case and may be
modified. After initiating the search, all matching worksheets are
displayed.

Result Entry (Ctrl+R) - Opens the Consolidated Result Entry Window
Clear Needs Corrected - Available for Admin users to set cases with
Case Status of NEEDS CORRECTED, which no longer have pending
work, to CASE COMPLETE. Will not be available for cases with status
of NEEDS CORRECTED*, as those have pending tests.



Menu Option

Specimen

Karyotype

Description

Order (Ctrl+0) - Order any profile type (shows full list from the library)
Order Super Panel - Order a Super Panel

Order - Karyotype, PCR, FISH, Immuno, DNA Sequence Profiles;
order any of the profiles in their categories

Flag Inlab (Ctrl+F) - Flags specimen inlab

Print Label (Ctrl+H) - Prints specimen label

Load Add ons - If interface is in place, loads new orders added via an
EMR interface after the specimen has been inlabbed; Creates new
specimen if the AddOns are not part of an existing specimen. Alert Rule
can be created with expression as '@GPathSpecimenTable. AddOn@'
= "true'

Sub Specimen - allows adding specimen to the current specimen
(optional)

Create Multiples - allows creating multiple specimens of same source,
automatically and manually (optional)

Merge Specimen - allows merging specimens of same source
(optional)

Charges (Ctrl+G) - Open Charges list to add/remove charges to
specimen

Result Entry (Ctrl+R) - Opens the Consolidated Result Entry Window
Reactivate - used by administrators if specimen happens to need
reactivation; usually handled automatically by program

Send to Instrument - Send instrument order

Order Constituents (Ctrl+O) - Order additional constituents
associated with the profile (as On Demand)

Result Constituents (Ctrl+R) - Results constituents only

Print Label (Ctrl+H) - Prints a DNA Sequence label

Set Profile Approved (Ctrl+A) - Sets profile as approved, so it can
then be signed

Clear Profile Approved - Clears profile approval

Set Profile Signed (Ctrl+G) - Sets profile as signed

Clear Profile Signed - Clears profile signed status

Set Profile Complete (Ctrl+G) - Complete the profile and save a
report status

Clear Profile Complete - Clears profile complete status

Cancel / Un-cancel - Cancels/un-cancels the profile

Charges - Opens the Charges window and allows adding charges to
selected profile

ResultManager
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Menu Option
PCR

FISH

Immuno

Description

Send to Instrument - Send instrument order

Order Constituents (Ctrl+O) - Order additional constituents
associated with the profile (as On Demand)

Result Constituents (Ctrl+R) - Results constituents only

Print Label (Ctrl+H) - Prints a DNA Sequence label

Set Profile Approved (Ctrl+A) - Sets profile as approved, so it can
then be signed

Clear Profile Approved - Clears profile approval

Set Profile Signed (Ctrl+G) - Sets profile as signed

Clear Profile Signed - Clears profile signed status

Set Profile Complete (Ctrl+G) - Complete the profile and save a
report status

Clear Profile Complete - Clears profiel complete status

Cancel / Un-cancel - Cancels/un-cancels the profile

Charges - Opens the Charges window and allows adding charges to
selected profile

Send to Instrument - Send instrument order

Order Constituents (Ctrl+O) - Order additional constituents
associated with the profile (as On Demand)

Result Constituents (Ctrl+R) - Results constituents only

Print Label (Ctrl+H) - Prints a DNA Sequence label

Set Profile Approved (Ctrl+A) - Sets profile as approved, so it can
then be signed

Clear Profile Approved - Clears profile approval

Set Profile Signed (Ctrl+G) - Sets profile as signed

Clear Profile Signed - Clears profile signed status

Set Profile Complete (Ctrl+G) - Complete the profile and save a
report status

Clear Profile Complete - Clears profiel complete status

Cancel / Un-cancel - Cancels/un-cancels the profile

Charges - Opens the Charges window and allows adding charges to
selected profile

Send to Instrument - Send instrument order

Order Constituents (Ctrl+0O) - Order additional constituents
associated with the profile (as On Demand)

Result Constituents (Ctrl+R) - Results constituents only

Print Label (Ctrl+H) - Prints a DNA Sequence label

Set Profile Approved (Ctrl+A) - Sets profile as approved, so it can
then be signed

Clear Profile Approved - Clears profile approval

Set Profile Signed (Ctrl+G) - Sets profile as signed

Clear Profile Signed - Clears profile signed status

Set Profile Complete (Ctrl+G) - Complete the profile and save a
report status

Clear Profile Complete - Clears profiel complete status

Cancel / Un-cancel - Cancels/un-cancels the profile

Charges - Opens the Charges window and allows adding charges to
selected profile



Menu Option
DNA Sequence

Culture

Plate

Quality Review

Description

Send to Instrument - Send instrument order

Order Constituents (Ctrl+O) - Order additional constituents
associated with the profile (as On Demand)

Result Constituents (Ctrl+R) - Results constituents only

Print Label (Ctrl+H) - Prints a DNA Sequence label

Set Profile Approved (Ctrl+A) - Sets profile as approved, so it can
then be signed

Clear Profile Approved - Clears profile approval

Set Profile Signed (Ctrl+G) - Sets profile as signed

Clear Profile Signed - Clears profile signed status

Set Profile Complete (Ctrl+G) - Complete the profile and save a
report status

Clear Profile Complete - Clears profiel complete status

Cancel / Un-cancel - Cancels/un-cancels the profile

Charges - Opens the Charges window and allows adding charges to
selected profile. If

Order Plates - Order plates on the culture-Orders a plate panel
Plate Description (Ctrl+L) - Opens a window to enter a description for
each plate

Print Label (Ctrl+H) - Prints a Culture label

Order Culture Form - Order a culture form to keep track of culture
growth

Cancel - Cancel the profile

Sub Plate (CtrlI+Shift+P) - Orders a sub plate on the current plate
with a description of SUB.

Sub Plate Panel - Opens a window to select a defined sub plate to
be ordered on the current plate. Each constituent is created with
a Description of SUB.

New Isolate [Quick] (Ctrl+Q) - Create a new isolate

Print Label (Ctrl+H) - Print plate labels

Flag Reviewed - Flags specimen as having been reviewed
Review Details - Allows detailed entry of review

ResultManager
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While using the Result Manager Window, many context sensitive actions may be
accessed by right-clicking on one of the items in the result tree. The following table lists
the actions menus that may be accessed by right-clicking that item in the tree. A menu

34

Chapter 3

specific to that tree item is displayed, where you can select the action you want to

perform.

These actions may also be invoked by pressing the shortcut key for that action.

Context Sensitive menus are also available from the Accession window tree, but they
are more extensive and used more frequently in the Result Manager.

Menu Option Description Accessed Shortcut
From
Save Saves Case Case Ctrl+S
Audit Displays audit trail for the case Case Ctrl+T
Delete Deletes case (if privilege allows) Case Ctrl+Shift+D
Preview Shows preview of case report Case Ctrl+W
Preview Draft Shows preview of final draft (optional) | Case
Report Review Displays and allows resending Case
completed report. See Report Review
section.
Sign It Marks case as Signed Case Ctrl+G
UnSign It Unsigns case Case
Save Preliminary Saves case as preliminary Case
Save Final Saves case as final Case
Save Amended Saves a case that has been amended | Case
after final; other Save “reports” may be
configured
Document System If configured, opens system for Case Ctrl+D
managing images
Print Label Prints label for case, if format available |Case Ctrl+H
Charges Open Charges window for case Case
Charge Audit Opens audit window of all charges on | Case
the case
Patient history Opens Patient History window Case Ctrl+P
Query Worksheets Opens the Query Committed Case
Worksheets window to search for any
possible worksheets that have been
attached to the case.
Result Entry Opens Result Entry window for case Case Ctrl+R




Menu Option

Clear Needs Corrected

Save
Audit
Delete

Order

Order Super Panel

Order Karyotype Profile

Order PCR Profile
Order FISH Profile
Order Immuno Profile

Order DNA Sequencing
Profile

Flag Inlab
Print Label

Load Add on

Sub Specimen

Create Multiples

Merge Specimen

Charges
Result Entry

Save

Description

Available for Admin users to set cases
with Case Status of NEEDS
CORRECTED, which no longer have
pending work, to CASE COMPLETE.

Saves specimen
Displays audit trail for the specimen
Deletes specimen (if privilege allows)

Opens window to order any profile or
culture

Opens window to order Super Panels,
which may contain multiple of other
profiles and/or cultures

Opens window to order Karyotype
profiles

Opens window to order PCR profiles
Opens window to order FISH profiles
Opens window to order Immuno profiles

Opens window to order DNA
Sequencing profiles

Flags specimen as being in-the-lab

Prints label for specimen, if format
available

Loads new orders added via an EMR
interface after the specimen has been
inlabbed; Creates new specimen if the
AddOns are not part of an existing
specimen. Alert Rule can be created with
expression as
'@GPathSpecimenTable.AddOn@' =
'true'

Allows adding specimen to the current
specimen (optional)

Allows creating multiple specimens of
same source, automatically and
manually (optional)

Opens window allowing the merge of
specimens of same source (optional)

Open Charges window for case

Opens the Result Entry window for the
complete case

Saves profile

Accessed
From

Case

Specimen
Specimen
Specimen

Specimen

Specimen

Specimen

Specimen
Specimen
Specimen

Specimen

Specimen

Specimen

Specimen

Specimen

Specimen

Specimen

Specimen

Specimen

Profile

ResultManager

Shortcut

Ctrl+S
Ctri+T
Ctrl+Shift+D
Ctrl+O

Ctrl+F
Ctrl+H

Ctrl+R

Ctrl+S
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Menu Option

Audit
Delete

Send to Instrument

Order Constituents

Result Constituents

Print Label

Set/Clear Profile
Approved

Set/Clear Profile Signed
Set/Clear Profile Complete

Cancel

Charges

Save
Audit
Delete

Print Label

Save

Audit

Delete
Order Plates

Plate Description

Print Label

Order Culture Form

Cancel
Save

Audit

Description

Displays audit trail for the profile
Deletes profile (if privilege allows)

Sends whatever tests that have been
ordered on the profile to the defined
instrument for processing

Allows you to select and add on profile
constituents, if profile is defined with on
demand constituents

Opens window to enter results for that
profile

Prints label for profile, if format available

Set profile as approved

Set profile as signed or completed

Allows privileged users to cancel profile,
prompts for reason

Opens the Charges window and allows
adding charges to selected profile

Saves result
Displays audit trail for the result
Deletes result (if privilege allows)

Prints label for test, if format available for
result type

Saves result

Displays audit trail for the result

Deletes result (if privilege allows)
Opens window to order plates on culture

Opens a window where you can modify
descriptions on all plates and sub plates
present

Prints a label for that culture, if available

Opens window to select and add defined
culture form on culture

Cancel action on culture
Saves result

Displays audit trail for the result

Accessed
From

Profile
Profile

Profile

Profile

Profile

Profile

Profile

Profile

Profile

Profile

Constituents
Constituents
Constituents

Constituents

Culture
Culture
Culture
Culture

Culture

Culture

Culture

Culture
Plate
Plate

Shortcut

Ctrl+T
Ctrl+Shift+D

Ctrl+O

Ctrl+R

Ctrl+H
Ctrl+A

Ctrl+G

Ctrl+S
Ctrl+T
Ctrl+Shift+D

Ctrl+S
Ctrl+T
Ctrl+Shift+D

Ctrl+L

Ctrl+H

Ctrl+S
Ctrl+T



Menu Option

Delete

Sub Plate

Sub Plate Panel

New Isolate [Quick]
Print Label

Save

Audit

Delete

Order PCR Profile
Order FISH Profile
Order Immuno Profile

Order BioChemical Profile

Order Antibiotic Panel

Result Sensitivities

Result BioChemicals

Description

Deletes result (if privilege allows)

Orders a sub plate on the current
plate with a description of SUB.

Opens a window to select a defined
sub plate to be ordered on the current
plate. Each constituent is created
with a Description of SUB.

Creates a new isolate on that plate
Prints a label for that plate, if available
Saves result

Displays audit trail for the result

Deletes result (if privilege allows)
Opens window to order PCR profiles
Opens window to order FISH profiles
Opens window to order Immuno profiles

Opens window to select and add defined
Biochemical Profiles on the Isolate

Opens window to select and add defined
Antibiotic Panels on the isolate

Opens window allowing result entry of
antibiotics ordered; Organism Definition
must have been saved.

Opens window allowing result entry of
biochemicals ordered

Accessed
From

Plate
Plate

Plate

Plate

Plate

Isolate
Isolate
Isolate
Isolate
Isolate
Isolate

Isolate

Isolate

Isolate

Isolate

Shortcut

Ctrl+Shift+D
Ctrl+Shift+P

Ctrl+Q
Ctrl+H
Ctrl+S
Ctrl+T
Ctrl+Shift+D

Ctrl+S

Ctrl+B

ResultManager
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Chapter 4
Batch Result

The Batch Result window is where the same result may be entered on profiles or their
constituents on multiple specimens at the same time, saving you many keystrokes.
Profiles that have been defined for batch result entry are automatically available in the
Batch Result window.

You access Batch Result from the NucleoLIS Operations Menu.

Before any test can receive a result through Batch Result, they must be logged in through
Accession window and flagged Inlab.

In order to be able to perform Batch Result on a given profile or its constituents, the
profile must be defined as “Allow Batch Result = True” in the respective profile library.
See the Library section of this manual.

When you first open the Batch Result window, shown in Figure 4-1, the window is
blank. The top of the window has fields and buttons used in profile and test selection to
create the batch. The bottom of the window has drop-down lists to select results and
other buttons that are used to define and process the batch.

* The display of the grid is highly contingent on the data entry definition. Therefore, if
for a given selection, profiles or constituents are associated with multiple data entry
definitions, a drop-down list appears in the center top of the window. The drop-down
list is labeled “Multiple Entry Definitions Found”. Selecting an item from the drop-
down list allows resulting the found records of differing data entry definitions.

 All of the column in the display are “fixed”, with the exception of those defined in
the Data Entry Definition. There is no capability to modify these columns.

* The column widths should be retained if changed on a per data entry definition basis.

* Double-clicking the fixed column headers allows the batch list to be sorted.

Batch Result
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Batch Results N
Profile: [ v] (@] Multiple Entry Definitions Found Scan Accession Number
Constituents: IAMF‘H j @ [@ N Build Lists [N_Lﬂdnm v] [ e ]
Patient Case Source Order Date Definition Result Reportable
O'Hara, Scarlet-2018-03-09 MICZ2018-000004 Thin Prep Cervi/Endocervix | 2019-02-25 AMPH ]
Bolderson.Gamette- M2018-000109 Blood 20180225 AMPH O
Bishop, Tom-1963-08-02 M2018-000110 Blood 2019-02-25 AMPH O
Barksalot, Bruno-2016-03-30 3 Blood Sample 2013-02-26 AMPH ]
Johnson, Jeff-1570-01-01 CL2016-000064 Blood 2013-01-14 ]

Field: [Ragt | negative - Set Value | [¥] Set Reportable Save ] [ Remove ] [ Remove All l [ Close ]
|[status: Reacty Records: 5
=

Figure 4-1 - Batch Result Window

Creating a batch to Batch Result

Before you can use Batch Result, profiles must be defined for Batch Result within the
respective Profile Definition table in the Library. See Chapter 8.

To define a profile for Batch Result, set the field Allow Batch Result = True for that
profile in the Library.

Figure 4-2 shows the Batch Result Window with the corresponding batch creation and
result steps noted.

Create a result batch using the following steps:

1 From the Profile pick list, select the profile you want to result. If you want to enter
results on individual constituents, click the radio button for constituents, and select
one or more or Select All constituents from the pick list.

2 For the Scan field, select the data field number you are using to load the specimens.
Batch Result allows scanning Case/Accession, Specimen, or Profile Number. If
scanning, follow by scanning the case, specimen, or profile numbers to result.
Alternatively, you can predefine Build Lists that filter orders by profile, order date
and completion status.

3 When test and specimen parameters are entered, click Load. All specimens
matching the entered criteria are filled into the Batch Result grid, one per row.

NOTE: Depending on the filter parameters you set, the list of matching tests can be quite
large and may take some time. Although you can Load specimens without them, Psyche
recommends using Build Lists or scanning specimen bar codes in practice.
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|1 Batch Results @

Profile: [Amphetamine v] 3 tultiple Entry Definitions Found Step 2: Select, then scan Scan [Accassion MNurber vl I
. . | 12 specific fields or filter based on >

Consttuents: [ AMPH e 12 hd predsfined Build Lists. sl [° 49156 [ALL Active | e

Patient |Case - Source ’ |Order Date Definition Result Reportable
Step 1: Choose to result profiles or constituents. Will bnly appear if multiple profile Sorting is allowed by dpuble-
The constituent pick list is|multi-select. entry definitions have been used. clicking the column headers
Johnson, Jeff-1970-01-01 CL20716-000064 Blood 20190114 AMPH POSITIVE Step 3:
0'Hara, Scarlet-2018-03-09 MIC2018-000004 Thin Prep Cervis/Endocerviz | 2013-02-25 AMPH NEGATIVE Click Load
Bolderson. G anette- M2018-000103 Blood 20190225 AMPH NEGATIVE
Bishop. Tom-1963-08-02 M2018-000110 Blood 20190225 AMPH POSITME
Barksalot, Bruno-2016-03-30 3 Blood 5ample 20190226 AMPH NEGATIVE
Lad, Profile-2016-02-17 M2018-000034 20190226 AMPH NEGATIVE
Mouse, Minnie-2000-07-10 M2017-000013 20190227 AMPH NEGATIVE
Jones, Janice- MIC2017-000003 2019-02-27 AMPH NEGATIVE
Bell. Tinker-1950-01-01 MIC2018-000008 Colar-Transverse 20130314 AMPH NEGATIVE
Boop, Bety-1970-03-23 3215411220R Blood 20190314 AMPH | O
Mouse. Minnie-2000-07-10 M2018-000114 Blood 20190314 AMPH heg
0'Mo, Josie-1951-01-02 M2018-000115 Bione b arow 20190314 AMPH heg
Step 6: Set Overwrite
sets the values to
overwrite any that may
be present.
:‘tep 5|= 5‘:‘ \Inl:ue EPnl:i?s . og;ZsTI:l-l?iteRepmf:::ag Step 8: Used to Save all specified results, remove

Step 4: The Field pick list and options el e G Tt 2 portable fla selected row, remove all rows, or close window.
are based on the data entry definitions. the list for the selected field. enlnd of:;:l"asltl.results n / ‘ \ \

Field  [megyl - \ - Set Walue Ovenwrite [ Set Reportable Complete On Save | Save | ‘ Remaove | | Fiemowe all | | Cloge |
Status; Ready Complete On Save is present only when the profile does NOT require Signature. Records: 12

Figure 4-2 - Batch Result Window showing steps required to create and result a batch

Continue entering results using the following steps:

The Field pick list and Values at the bottom are determined by the profile’s specific
Data Entry Definition. Select the field, then either select or enter the value you want
to enter in the batch.

Set Value applies the value to all results in the list for the field selected.

Check Overwrite to have the result in the batch replace any result that may have
been entered for the test(s).

Set Reportable to toggle the reportable flag on and off for all tests in the batch.
The four Action Buttons are used as follows:

® Save: Saves all results with the set parameters as displayed in the Batch Result grid

* Remove: Removes the selected row from the Batch Result grid

* Remove All: Removes all rows from the Batch Result grid

Close: Closes the Batch Result Window

TIP: To enter result values and selected options that are varied, you would set the most
common options first, and then modify the outliers before saving. e.g. Enter all your
Negatives with Set Value, then update the Positive results before clicking Save.

* Asnoted above, since the columns and options in the Batch Result window are
determined by the Data Entry Definition for the profile receiving batch results, if the
profile has had multiple definitions defined, a drop-down pick list will appear in the
top center of the window indicating the multiple definitions to choose from.

* The Complete On Save checkbox is only available when entering profile results and
the profile has been defined to NOT require a Signature. Checking this box will
Complete all profiles in the batch list.

Batch Result
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Drop-down or Button

Load

Set Value

Save

Remove

Remove All

Close

Description

Loads all specimens matching the entered criteria into the
Batch Result grid, one per row.

Set Value applies the value to all results in the grid for the field
selected.

Saves the new status step for all profiles/cases in the batch

Removes the selected profile/case from the batch list, selected
by highlighting any cell in the row

Removes all the profiles/cases from the Batch Result window

Closes the Batch Result window; prompts for verification if
specified results were not saved



Chapter 5
Delivery Monitor

The Delivery Monitor window is where you can review reports or notifications that have
been distributed and resend them, if needed. These reports or notifications may originate
from multiple Psyche products, depending on what you have installed. You access the
Delivery Monitor from the Operations Menu.

NuceoLlIS reports are distributed whenever they are saved as preliminary or final in the
Result Manager window or when set to be sent or distributed after reviewing them.
Reports are distributed to the submitter physician or group and any other physician or
group that may have been added to the case.

Delivery Monitor Window

When you open the Delivery Monitor window, example shown in Figure 5-1, you are
presented with a list of reports that have been distributed along with date/time stamps,
success status, and other columns of information related to the distribution. The
information in this window is managed by a distribution process program running
behind the scenes.

Delivery Monitor ==
Start Date 10202016 B~ Delivery =] Remark Pending Cnly []
End Date W osz016 O+ Application EMRII,Nuc\enUS‘DUIr(D :

g:‘[“fg‘ed Delivery Attempted Delivery Message Application %i":“ Destination Remark

11/6/2016 7:48 Al 11/6/2016 7:48 A NucleoLS Report- 112016-000036 | Famil enter of New England | FINAL
/62016 7:48 A | 11/6/2016 7-48 Al NucleolIS EMAIL Case Report- M2016-000035 \ Family Gare Genter of New England | FINAL
11/6/2016 F:4T Al 11/6/2016 7:47 Al Successiul NuclzoLIS EMAL Case Report- M2016-000036 | Family Care Center of New England \ PRELIMINARY
/62016 74T Al | 11/6/2016 7:47 Al NucleollS EMAIL Case Report- M2016-000035 \ Family Gare Genter of New England | PRELIMINARY
11/6/2016 7:46 A | 11/6/2016 7:46 A1 Successiul NuclzoLIS EMAL Case Report- M2016-000036 | Family Care Center of New England \ PRELIMINARY
/62016 7:46 A | 11/6/2016 746 Al NucleoLIS EMAL Case Report- M2016-000035 \ Family Gare Genter of New England | PRELIMINARY
11/3/2016 10:48 AM | 11/3/2016 10:48 AM Successful NucleoLIS EMAIL Case Report- CL2016-000097 \ Family Care Center of New England \ FINAL
17312016 1048 A | 11/3/2016 1048 AM Nucleolls FAX Case Report- GL2016-000097 \Anderson, Genevieve | FINAL

11/2/2016 10:08 AM | 11/2/2016 10:08 AM Successful NucleoLIS EMAIL Case Report - M2016-000034 | Anderson, Genevieve | PRELIMINARY
1M/20165:03 PH__| 111172016 5:03 Pl NucleollS EMAIL Case Report- M2016-000033 \ Fyne, Warren | PRELIINARY

111112016 5:03 PM 11112016 5:04 PM Successful NucleoLIS PRINT Case Report - M2016-000033 | Pyne, Warren | PRELIMINARY

1112016 3:27 PM__| 111172016 3:28 Pl EXPIRED—22-Out of redi, .. | NucleolIS FAX Case Report - M2016-000031 \ Philp, Linsey\ CORRECTED

111112016 3:21 PM 11112016 3:21 PM EXPIRED—22-Out of credit, NucleoLIS FAX Case Report - M2016-000031 \ Philip, Linsey\ CORRECTED

1112016 2244 PH__| 111172016 2:46 Pl NucleollS EMAIL Case Report - H12016-000032 | Anderson, Genevieve | CORRECTED

111112016 10:59 AM | 11112016 2:45 PM Successful NucleoLIS EMAIL Case Report - M2016-000032 \ Anderson, Genevieve | FINAL

11172016 1055 Al | 111172016 2:45 Pl NucleollS EMAIL Case Report - M12016-000029 | PrimaCare, P.C. \ CORRECTED

111172016 10:55AM  11/1/2016 10:55 AM EXPIRED—-22-Out of credit, NucleoLIS FAX Case Report - M2016-000029 \ PrimaCare, PC. \ CORRECTED

11172016 1055 Al | 111172016 2:45 Pl Successiul NucleollS EMAIL Case Report - M12016-000029 | PrimaCare, P.C. \ CORRECTED

111172016 10:55AM | 11/1/2016 10:55 AM EXPIRED—-22-0ut of credit, NucleoLIS FAX Case Report - M2016-000029 \ PrimaCare, PC. \ CORRECTED

1172016 1048 A1 | 111172016 2:45 Pl Successiul NucleollS EMAL Case Report - M12016-000029 | PrimaCare, P.C. \ CORRECTED

1172016 1048 AN 111172016 1048 AM EXPIRED—22-Out of credi, .. | NucleoLIS FAX Case Report- M2016-000029 \ PrimaCare, PC. \ CORRECTED

11172016 1048 A1 | 111172016 2:45 Pl Successiul NucleolIS EMAL Case Report- M12016-000029 | PrimaCare, P.C. \ CORRECTED

1172016 1048 AN 111172016 1048 AM EXPIRED—22-Out of credi, .. | NucleoLIS FAX Case Report- M2016-000029 \ PrimaCare, PC. \ CORRECTED

1073112016 4:49 PM_| 10/31/2016 4:49 P EXPIRED—22-Out of credit, .. | NucleoLIS FAX Case Report- M2016-000031 \ Philip, Linsey | CORRECTED

1073112016 4:45 PM_| 10/31/2016 445 PM NucleolIS FAX Case Report- M2016-000031 \ Philip, Linsey | FINAL

10/31/2016 4:34 PM_| 10/31/2016 4:34 P Successiul NuclzoLIS FAX Case Report- M2016-000031 | Philp, Linsey | PRELIMINARY

1073112016 3:04 PM_| 10/31/2016 3:05 PH NucleoLIS FAX Case Report- M2018-000031 \ Philip, Linsey | PRELIMINARY

Status: Ready

Figure 5-1 - Delivery Monitor Window

Delivery Monitor



Field or Button Description

Delivery Requested Date/Time the process received the distribution request
Delivery Attempted Date/Time the process attempted to distribute the request
Delivery Message Varying messages, such as Sent, Successful, Canceled by x,

or failure error message

Application Depends on what applications you have installed: NucleoLIS,
EMR I, Outreach, etc.

Delivery Type One of the following delivery methods: Email, Fax, Print, RFAX
(RightFax)

Destination Email, printer, or Fax number

Remark Report messages include the case number, destination, report

status; other messages may include process name

* Start Date / End Date: Used to limit the display to a specified date range.

* Delivery: Click drop-down box to select one of the four available delivery methods:
Email, Fax, Print, RFAX (RightFax).

* Application: Click drop-down box to select one of the possible applications
installed, such as NucleoLIS, EMR II.

* Remarks: Text can be entered to filter specific messages, such as doctor or group
name.

* Pending Only: Click checkbox to filter pending distributions only.
* Binoculars: Start search, as in throughout the NucleoLIS program.

* Clear Filter: Clears any selected filters applied and refreshes display.

* The Resend button is used to resend a report or notification, if it wasn’t received for
some reason. Highlight the specific report and click Resend to submit it again.

* The Cancel button is used to stop a report that was just resent. If a report has been
queued and is in the process of being resent, Cancel will stop the process.

» Submitter Location based distributions overrides the Physician based distributions, if
defined.

* [fa submitter is part of a group and the group has Report Distributions defined,
reports will also go to that defined location/destination.

* (Case Other Physician similarly receive reports, according to the Other Physician
Report Distribution settings.

Chapter 5



Chapter 6
Batch Steps

The Batch Steps window is where profiles and cases that have predefined batching steps
assigned to them can be moved to the next process step in one window. You access
Batch Steps either through the Batch Steps button on the left or from the Operations
Menu.

Batch Steps resulting is used to enter the same result for many tests at one time, such as
INCUBATE or Add chemical to stop mitosis. Before any test can receive a step
status change, they must be created (or logged in) in the Accession window and flagged
Inlab.

The Batch Steps Window

When you first open the Batch Steps window, shown in Figure 6-1, the window is blank.
The top of the window has fields and buttons used in culture and case selection. The
bottom of the window has a batch step drop-down list and buttons that are used to
specify and process the batch.

R - I . =
“ ‘ SetType [Kmpe -l premm -l [Check Type]
Number Patient Panel Definition Status Step

[ v] l Set Steps ] [ Save Remove I I Remove All ] [ Close

‘Slatus Ready Records: 0

Figure 6-1 - Batch Steps Window

Batch Steps
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* Definitions for Batch Status Steps must be defined in the Status Step Definition table
in the Library. See Chapter 8.

* The types of profiles and/or cases that you want to set status steps in Batch Steps must
have a Status Step associated with them in the Profiles Definition or Case Type
Definition tables in the Library.

In the following example, we have a Status Step Definition of Karyetype that includes
the typical steps for processing karyotypes, such as:

® Culture tissue with chemical for mitosis stimulation

® Incubate

* Add chemical to stop mitosis

* Transfer cells to tube, centrifuge to concentrate the layers

* Transfer cells to fixative tube

* Transfer cells to a slide and add chromosome stain

* Analyze/Arrange chromosomes

* Ready for reporting

The Karyotype Profile Definition for karyotypes (KARYO) has the Step Definition of
Karyotype workflow assigned to it.

To create a batch using Batch Steps:
Open the Batch Steps window by clicking the icon or selecting it from the Operations
Menu.

Select the batch type from the Set Type drop-down list - either Case or one of the
profile types.

If using profiles, select the profile type you want to use from the next drop-down list.
(In this example Karyotype Analysis (KARYO) was selected)

Click the [Check Type] checkbox to check for profile type before adding to the list.

In the first field, either scan or enter the profile/panel number you want to process,
depending on your laboratory.

If using case numbers, enter or scan the case number. The profile/case is added to
the list.

Continue Step 5 until all profiles/cases you want to process are in the Batch Steps
window. See Figure 6-2



' Batch Steps ‘

SetType Karyolype vl [Ka‘mpemysﬁ vl [Check Type]

Number Patient Panel Definition Status Step

170865746 Ventura, Tony-2000-02-02 Karyotype Analysis Culture tissue with chemical for mitosis stimulation
170872994 Test, Alert-2016-06-30 Karyotype Analysis Culture tissue with chemical for mitosis stimulation
| 1170873156 ‘Shukis, Killian-2015-06-18 Karyotype Analysis Culture tissue with chemical for mitosis stimulation

| || culture tissue with chemical for mitesis stimulat v]l Set Steps H Save Remove | [ Removel | [  close |

Status: Ready Records: 3‘

L

Figure 6-2 - Batch Steps Window loaded with selected tests to process

To set the batch to the next status step:

1 Select the next status step from the Status Step drop-down list. In this case we are
moving them from the current status of Culture tissue with chemical for mitosis
stimulation to incubate.

2 Click the Set Steps button to set the step to Incubate for all the profiles. All profiles
will show the new Status Step as shown in Figure 6-3.

3 If there are some profiles on the list you want to skip, you can modify individual

steps in the row(s) by selecting that test’s Status Step drop-down list and choosing
another.

4 Click the Save button to save your changes.

5 Use the Remove or Remove All buttons to remove selected or all profiles/cases from
the list.

6 Click Close to exit the Batch Steps window.

' Batch Steps u

‘ SetType Karyolype vl [Ka‘mpemysﬁ vl [Check Type]

Number Patient Panel Definition Status Step
170865746 ‘Veentura, Tony-2000-02-02 Karyotype Analysis Incubate
170872994 Test, Alert-2016-06-30 Karyotype Analysis Incubate

170873156 ‘Shukis, Killian-2015-06-16 Karyotype Analysis Incubate

Incubate v] l Set Steps ] [ Save Remove I I Remove All ] [ Close ]

Status: Ready Records: 3

L

ﬂ
|

Figure 6-3 - Batch Steps Window after setting step to ‘Incubate’

Batch Steps
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Drop-down or Button

Status Step drop-down list

Set Steps

Save

Remove

Remove All

Close

Description

Click the drop-down arrow to select a status step from the
available list; this list is generated from the defined list of
possible status steps for the Status Step Definition assigned to
the profile or case.

After selecting a Status Step from the drop-down list, sets the
selected status for all profiles/cases in the batch

Saves the new status step for all profiles/cases in the batch

Removes the selected profile/case from the batch list, selected
by highlighting the row field other than profile number

Removes all the profiles/cases from the Batch Steps window

Closes the Batch Steps window; prompts for verification if
specified status steps were not saved



Chapter 7
Batch Label

The Batch Label window is used for batch printing labels. NucleoLIS provides the
option of printing specimen labels as they are being accessioned and flagged inlab, or

[%

Batch Label window

by using Batch Label. Batch Label is accessed either through the Batch Label button
(shown at left) or from the Operations Menu.

Batch label printing is useful if specimens are accessioned in bulk and then labeled in a
large batch instead of individually as each specimen is accessioned.

The Batch Label window is displayed in Figure 7-1. The top of the window has fields
and buttons used to scan or type case or specimen numbers to add to the batch. The
bottom of the window has fields and buttons used to select printing options.

F]

Batch Labels

MNumber

() Case  (®) Specimen

Specimen Mumber

i

Check this box to print as
scanning is completed

‘ Name

Scan case or specimen number here

Check this box and identify number
of labels to print

SourceDefinition  Received Date

[] Print On Scan

Status: Ready

i

[]Use Quantity [1 -5

Records: 0

Figure 7-1 - Batch Label Window

Batch Label



Chapter 7

Field or Button

Number

Case radio button
Specimen radio button

Close

Description

Individual case or specimen numbers are entered or scanned
here

Click to print case labels
Click to print specimen labels

Closes the Batch Result window

When Specimen is selected above, the following is displayed in the list:

® Specimen Number

* Name (patient name)

® Source Definition

* Received Date (date specimen was flagged as in the lab)

When Case is selected above, the following is displayed in the list:

* (Case Number

* Name (patient name)

* Case Type
* Report status

Field or Button
Print on Scan
Use Quantity
Print

Remove All

Remove

To print case labels

Description

Prints labels as each bar code is scanned
Determines the amount of labels that will be printed
prints the specified labels

Removes all list entries

Removes selected list entry

Make sure the Case radio button is checked.

Enter or scan the case number into the Number field.

Repeat Step 2 until all cases are in the list.

If Print On Scan is not selected, click Print to print the labels.

A standard printer selection box is displayed. Select the printer and the labels

immediately print.



To print specimen labels

Make sure the Specimen radio button is checked.

Enter or scan the specimen number into the Number field.
Repeat Step 2 until all specimens are in the list.

If Print On Scan is not selected, click Print to print the labels.

A standard printer selection box is displayed. Select the printer and the labels
immediately print.

Batch Label
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Chapter 8
Library

The Library 1s where all data definitions are made for all parameters in the NucleoLIS
system. The Library is accessed either through the Library button on the left or from the
Operations Menu. Users are required to have the Admin privilege in order to access the
Library.

Each definition type is stored in a separate table that has its own fields specific to the
parameter that is stored. Usually there is at least a code and a description associated with
each parameter.

The library definition tables include the following:

Advanced Entry (optional)

Alert Rule

Analyzation Map

Antibiotic Definition

Antibiotic Panel

Ask At Order Entry Set (optional)
Ask At Order Questions (optional)
Ask At Order Responses (optional)
Automated Task Definition (optional)
Biochemical Definition
Biochemical Profile

Case Type Definition

Charge Definition

Comment Definition
Communication Item Definition
Culture Definition

Culture Form Definition

Culture Form Profile

DB CanvasDefinition (optional)
DB Definition (optional)

DB ItemDefinition (optional)

DB MetricDefinition (optional)
DNA Sequencing Definition

DNA Sequencing Profile

Drug Definition

e.Query Data Models (optional)
FISH Definition

FISH Profile

ICD Definition

Immuno Definition

Immuno Profile

Instrument Definition

Insurance Definition

Library



Interface Map

Karyotype Definition
Karyotype Profile
MTranslation (optional)
Organism Definition
Organism Family Definition
PCR Definition

PCR Profile

Plate Definition

Plate Profile

QC Item Definition (optional)
Reagent Definition (optional)
Secure Mail Definition
Source Definition

Special Charge Definition
Special Flag Definition
Status Step Definition
Storage Rack Definition
Super Panel

User Role

Worksheet Template (optional)
Zip Code

NOTE: Modifications to the library code and descriptions will affect all cases: past,
present and future. If changes to a library code or description are necessary, it is best to
'Retire’ the old code and create a new one for the present and future cases. Retiring a
code sets that code to be unavailable for selection, but if the retired code was linked or
has a relationship to another library item, that relationship must be manually removed.

£ Nud

@ =

ent T —— Tolx
= EER R EMNBOEXBMO

([ Repontinis ) [ikCommenia] £ showRetred

Source Overdue ] [ Selecton Liss

SEARCH (Goat

werae

Code
LR T

BAESO

BCLE

Cancer FiSH

o

U

FISH Ansiss CD138

TRISOY

Status: Reacy

FISH Ansiyss CD138_CLONE Hutole Myeloma Panel Label Defrtcn Constuents
e

Genoptax FISH Allow Dupica

o)
NonSmall Cal Carcnoma, Lung
Chromosoml Trsomy Screen

[ (o)

Figure 8-1 - FISH Definition Library window
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T
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WP Links>
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False
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When a library is first selected from the Library Selection drop-down menu, the window
is blank. Figure 8-1 shows the FISH Definition Library window. To view, modify or add
entries to the library, first click the binoculars. The left half of the window displays a list
of the existing library items (if applicable) and the right displays the fields available for
entry in the current table. The fields available for entry are library specific.

Report Link is used to link specific report formats to submitters, if they request
something beyond the standard set by the lab.

Link Comments is used to create subsets of the total comments in the library and
specify what fields from which they will be available. Link Comments is displayed later
in the chapter with the Comment Definition table.

Source Overdue button displays a grid of all source and profile combinations and any
overdue values that have been entered in the Source Definition table. Source Overdue
allows the system manager to modify individual source/profile combination overdue
numeric values and therefore override the default overdue entries defined for the
individual source. Entering zero results in resetting the default Overdue Default.

Selection Lists is used to create subsets of the total comments in the library and specify
what fields from which they will be available. Link Comments is displayed later in the
chapter with the Comment Definition table.

In NucleoLIS E.finity, you may create selection lists of comments to be used when
sending corrected or other post-final reports.

In the Selection Lists window shown below in Figure 8-2, locate the Table Result Report
and Column Report Comment. In the New Item field, enter a comment and click Add.
The comment is added to the Coded Phrase list. To specify the comment to be available
for corrected reports or other post-final reports, right-click the comment and choose
Corrected or Other, then click OK.

When corrected or other reports are created, the user is prompted for a reason with a pick
list of the defined comments.

57 Create Selection List-Result Report-Report Camment =N
Table Caolumn * || Coded Phrase
Result Report Report Camment Forgat to add comment Right—click
Fesult Report Userl New results came in past final report
Fesult Report User2 Fepeated test determined conrection was need,
Fesult Report Userd
Secure Mal Definition  User] MucleolIs / @
Secure Mail Definion  User2
Secure Mai Definition Uszer3 Select filter flag oK.
SniormedD efirition Uszerl Forgot to add comment -
SnomedD efinition Usger2 Cancel
SniormedD efirition Uszerd X
Source Defintion Userl Select Corrected or Other, click OK
Source Definition User2 Conected -
C i, Dimbivnibiman, 1lnned
] il m—

Other y

Mew ltem  Enter new comment . Add Close

Statusz: Ready

Figure 8-2 - Using Selection Lists for post-final reports comments

Library
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Show Retired checkbox is used to display retired library items when viewing tables

Create Panel check box is used to create a panel at the same time as the current entry
is being created. This functionality is necessary since all tests must be ordered as
part of a panel.

Sequence is available in some libraries when a library definition that supports
sequencing is selected. (i.e. Antibiotics Definition, Antibiotic Panels, Biochemical
Profiles - See Library tables section for details).

Superscript and Subscript may be defined for data elements by entering the text with
rich text formatting (RTF) characters in the data text. This will enable the super/subscript
format to print on reports that have that field set to RTF=True in the report designer. For
example, to make the following text appears as this “Latex1”, enter Latex {\super\[nb
1]} in the text description. The same format is used for numeric superscript, such as
Latex {\super\2}, but when super or subscripting alpha beginning characters, a space is
needed after the second *“\”. For example, use IgE {\sub\ xy} to print IgE, .

* Audit is used to view a simple audit log of any changes made to the current record.

* Clone It is used to create an exact duplicate of an existing library entry. A unique
code is generated for the clone by taking the code from the clones source and
appending an incrementing number.

* Save saves the current entry.
* Save+ button saves the current entry and then displays a blank entry.
* Close closes the library.

In every table, searching can be performed based on either code or description.

To search by Code, select Code from the Search selection drop-down, enter the code in
the criteria field and click the binoculars button.

To search by Description, select Description from the Search selection drop-down,
enter the description in the criteria field and click the binoculars button.

With either method, if the second field is left blank, a complete list of the table contents
is displayed. Select an entry in the list to display its details.

NOTE: Use <Ctrl+R> to search.



If enabled in your system, multiple user-definable configurations that help streamline
rapid accessioning may be defined in NucleoLIS. Using the Advanced Entry library,
default entry values and field displays may be configured that appropriately filter what
is typical for any given type of accession. The Advanced Entry configurations are then
selected while accessioning in the Consolidated Accession Entry Window. The
Consolidated Accession Entry Window is described in the Accession chapter.

Multiple Advanced Entry configurations may be defined and made available to be used
during the Accession process.

Table Field Description
Code* User defined up to 50 characters in length; must be unique.
Description* Full description for the Advanced Entry configuration and is

used to identify the configuration for selection n the
Consolodated Accession Entry Window.

Entry Configuration Opens a window where all the Advanced Entry settings may be
defined. Click in the Entry Configuration field, then click the
ellipsis (...) that appears to open the Edit Entry Configuration
window for that Advanced Entry. An example of this window is
shown in Figure 8-2.

Retired True/False

The Edit Entry Configuration Window is where the details of the accession entry
configuration are defined. Available options fall into one of the following categories:

® Submitter: select default submitter from list

* Submitter Group: select default group from list

® (Case type: select default case type from list

* Source Definition: select up to three default sources (cases with multiple specimens) from list

* Patient Fields: select patient related fields to make available during Advanced Entry

* Visit Fields: select visit related fields to make available during Advanced Entry

* Case Fields: select case related fields to make available during Advanced Entry

* Specimen Fields: select specimen related fields to make available during Advanced Entry

® Search On Next: automatically opens the patient search window when proceeding to the
Next Accession

* Flag Inlab: automatically flags Inlab when specimen is saved
* Print Case/Specimen/Profile Label: automatically prints appropriate labels

* Profile Selection: Select profiles to make available in a pick list during the Advanced Entry
process. No other profiles will be available using the entry.

Library



F ™
[ Edit Entry Configuration M
Configuration Defaults:
Submutter Patient Fields Prafile Selection
Anderson, Genevieve - Z ; o
] |§| [C] ALL Panel F
Submitter Group i m i SEE?;:;LEsophag us Progression: check for Esophage
IMU, TEST - [#] [T] Break Apart Probe E
] - [¥] Cancer FISH
Case Type [] Chromesomal Trisomy Screen
- [C] Chronic Lymphocytic Leukemia |4
Molecular ~  \isit Fields f oL F‘ANI—;L phecyt
i +| | Genoptix FISH
Source Definition (1) ] Vi |E | ; Genoptix FISH
Stool, GI Pathogen Panel - = = [] Genoptix FISH
Ll "] Genoptix FISH
” Il [] Genaptix FISH
FroEs T &) L sl [] Genoptix FISH Result and Interpretation
h [[] HERZ
Case Fields [C] HER2NEU
Source Definition (3 i ‘ [C] JOHN'S FISH
- [¥7] Accession Number I L Johr!'s Fish 2
? — (] Multiple Myeloma Panel
= [] Multiple Myeloma Panel
pea B e = [[] Mon-Small cell carcinoma (Lung)
Flag Inlzb lj i [] Mon-Small Cell Carcinoma, Lung
. [[] UraVysion
Print Case Label =] ] Amphetamine
Print Specimen Label Specimen Fields [] Amphetamine Test
Print Profile Label [ | Specimen Number [T] Antigen and Usual Specificity
7 |;| [] Antigen and Usual Specificity
7l —I| |[C] B burgdorferi
I [7] B.burgdorferi
& [[] B.burgdorferi
B - [[] B.burgdorferi -
ok | [ Cancel ]
Status: Ready

Figure 8-3 - Edit Entry Configuration Window

AlertRule

Table Field
Code*
Description*

AlertType

Expression

Description
User defined up to 50 characters in length; must be unique.
Full description for the rule

Click the ellipsis to select from one of the following list of Alert
Types:

Patient

Visit

Case

Culture

Specimen

Test

Media

Isolate

Click ellipsis to open the Edit Expression window where you
select the table too use and create the query to apply. Note:
values entered in alert rules must match the case of the data
exactly to activate the rule.



Table Field

CustomRule

AlertDisplay
Retired

Description

Optional rule created by Psyche to apply instead of defined
Expression

Text to display when rule is met

True/False

Used in conjunction with the Run Tracking operation where you can quickly map
specimens to the instrument plate based on the defined Analyzation Map.

Table Field
Code*
Description*
Retired
Configuration
Linked Profile*

Layout Settings

Layout

Columns

Rows

Column Headers

Row Headers

Layout Control

Multiples Factor

Negative Controls

Positive Controls

Unusable

Instrument Order Handling

Instrument

Description
User defined up to 50 characters in length.
Full description for the rule

True/False

Applicable ordering profile for the map

Clicking the ellipsis opens the Edit Layout Settings window,
shown in Figure 8-2, which is used to create new or edit
mapping layouts.

Display only field showing the number of columns defined in
Layout Settings

Display only field showing the number of rows defined in
Layout Settings

Display only field showing the column headers defined in
Layout Settings

Display only field showing the row headers defined in Layout
Settings

Displays the number assigned for allowed duplicates per row
for each specimen when processing titers, etc.

Displays the row and column defined as the negative control
location (e.g. 1,2)

Displays the row and column defined as the positive control
location (e.g. 1,1)

Displays the mapped location that has been defined as
unusable and will not be mapped to a sample in Run Tracking

Select the instrument on which this map will be used

Library



Table Field Description

Instrument Verification Display only messages regarding whether the Instrument and
profile match. e.g.

<WARNING: INSTRUMENT PROFILE MISMATCH
DETECTED> (if panel is associated with a different instrument)
<VALID: AUTO ORDER WILL BE IGNORED?> (if panel is set to
this instrument, but automatically sent to instrument)

Print Handling

Label Definition Select the LabelDefinition for this map.
Print Map Definition Enter the pre-designed map created with the Analyzation Map
Designer.

[ Edit Layout Settings [
Calumns 10 : RowACowmn C1 C2 €3 €4 C5 C6 €7 CB C9 CI0
Fows b = [ 3 _<+> > | aye |

R
R3
= R4
Multiples Factor 2 = 2
‘ Ok | ‘ Cancel ‘
Stats: Ready

Figure 8-4 - Edit Analyzation Map Settings Window

To define an analyzation map for a well plate:

Use the Column, Rows, and Multiples Factor drop-down lists to define the grid size.
Click on the start of each row or column to enter a more specific header.

Once grid is defined, select a cell and click the buttons to Set + Control or Set -
Control to specify the control locations.

Select cell and click Set Unusable to omit a cell from mapping.
To clear a cell previously marked as a control or unused, select it and click Clear

Selected.

Table Field Description

Code* User defined up to 50 characters in length.
Description Full description of the library item

Chapter 8



Table Field

SequenceNumber

Retired
Code Map
Never Report

Result Library

Table Field
Code*
Description
Constituents
Charge Codes
Retired

Code Map

Sequence Number

Step Definition

Description

Defines the order in which the item will appear on formatted
reports

True/False
The antibiotic code used in the instrument, if interfaced

True - Will suppress the item from result output

False - Will not suppress the item from result output

Defines applicable results for the antibiotic (S, |, R if none are
defined)

Description

User defined up to 50 characters in length.

Full description of the library item

What is contained in the panel. Pick from list or add new.
Pick from list or add new.

True/False

The antibiotic code used in the instrument, if interfaced

Defines the order in which the item will is displayed when
ordering

Define the Status Step Definition to use, if needed

Ask at Order Entry Sets of questions are defined in this library, then the AAOE Set is
entered on the profile definition in the AAOE Set field. When the profile is ordered, the
Questions field is added to the profile and user must open the Edit Questions window to
answer questions or case cannot be completed. There is also a Questions Complete field
that is set to False until questions are answered. A rule can be created to flag cases with
missing responses (i.e. Questions Complete = False).

Table Field
Code
Description

Constituents

Retired

Description
User defined code
Full description of the Entry Set

Select from pick list Ask At Order Questions to be included in
the AAOE Set.

True/False; whether or not the set is in use

Library
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The Ask At Order Questions library is where you define and configure questions for

specific orders.

Table Field
Ask At Order Questions
Code

Description

Required
Retired
Response

Responses

Response Query

Default Response

Allow Other

Single Select

Description

Unique code to identify the question, up to 50 characters. If
nothing is entered, NucleoLIS will automatically generate a
numeric code.

Description of the question, up to 255 characters, including
spaces. This is the question that is displayed in the Edit
Questions window.

True/False; if False, the question may be skipped

True/False; whether or not the question is in use

Pick from a list of available responses from the Ask At Order
Responses library.

If response options are defined tables entries, the table name
and field may be entered here. e.g. the Response Query for
drugs taken would be: GPathDrugDefinitionTable.Description

Optional default response to the question; will be entered if
user does not select another

True allows free text outside of available responses

True limits selection to one item; False allows multiple
response selections

The Ask At Order Responses library is where the responses to the questions are defined.
Typically, you would add the library items this order: responses, questions, then entry sets.

Table Field
Code

Description
Code Map
Retired

Description

Unique code to identify the response, up to 50 characters. If
nothing is entered, NucleoLIS will automatically generate a
numeric code.

Description of the response
Code Map for the response, if used

True/False; whether or not the response is in use



The Automated Task Definition library stores parameters needed by NucleoLIS’
automated tasks to run. Entries in this table are added by Psyche Systems, but some tasks
may require user configuration as well.

Tasks that require user configuration, such as Scheduled Reporting, will have a record in
Automated Task Definition, if the program is installed, and which is used to configure the
scheduled report jobs. Configuring jobs for Scheduled Reporting is described in Chapter
10 - Design Result Reports in this manual.

The first four fields are accessed by Psyche only.

Table Field
Task ID

Code
Description
Task Application
Retired
Automation

Jobs

Table Field
Code*
Description*

Result Library

Restrictive List

Retired
Code Map

Description

Task ID (name) of the task as defined by Psyche

Code of the task as defined by Psyche

Description of the task as defined by Psyche

The application that is related to the task. e.g. NucleoLIS.
True/False; whether or not the task is in use

(May vary based on task)

Jobs that have been defined for task; click ellipsis (...) to open
window specific for that task’s jobs. See Chapter 10.

Description
User defined up to 50 characters in length.
Full description of the library item

Creates a pick list of appropriate result responses. When the

Result library window is displayed, possible choices will be in
the Tree of the window and the results that have been selected
will be in the Property Grid. Users can pick from list or add new.
This list is generated from [update this please]

True/False; whether to restrict result entry to only those results
specified in the above list from the Result Library

True/False

The biochemical code used in the instrument, if interfaced

Library
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Table Field
Code*
Description
Constituents
Charge Codes
Retired

Code Map

Sequence Number

Step Definition

Table Field
Code*
Description
Accession Letter

Default Assign To (optional)

Step Definition

Label Definition

Source List

Overdue Days

Is Default

Retired

Reporting

Report Definition
Prelim Report Definition

Require Preliminary

Description

User defined up to 50 characters in length.

Full description of the library item

What is contained in the profile. Pick from list or add new.
Pick from list or add new.

True/False

The biochemical profile code used in the instrument, if
interfaced

Defines the order in which the item will is displayed when
ordering

Define the Status Step Definition to use, if needed

Description

User defined up to 50 characters in length.
Full description of the library item

Prefix for the Case Type

Select from pick list of users that have privilege
CanAssignCases = 'True'

Define the Status Step Definition to use, if needed

Allows defining a specific label type for the Case Type. If blank,
the first case label created for will be used for this case.

Define a limited list of Sources that are linked to this Case Type

Set a maximum number of days for this case type to be
considered overdue to result/review

Set the case type as default during accessioning

True/False

Assign which Report Format is designated for this Case Type
Assign which Report Format is designated for this Case Type

True/False; preliminary report required to process; Save Final
dithered until Preliminary saved in Result Manager. When
‘Never Preliminary’ is True, ‘Require Preliminary’ will
automatically be false and dithered in Library.



Table Field

Never Preliminary

Require Signature

Use Profile Reports

WP Integration - Orders
WP Link

WP Links

WP Auto Order

WP Integration - Results
WP Load Report

WP Sign On Report

WP Allow Supplemental
Foreign System Integration

Foreign Auto Order

Description

True/False; True dithers Save Preliminary on Case Type in
Result Manager; False allows Save Preliminary. When
‘Require Preliminary’ is True, ‘Never Preliminary’ will
automatically be false and dithered in Library.

True/False; signature required before case type can be
finalized

True/False;

(Interface Dependent)

True/False; allows linking of NucleoLIS to WindoPath.
Allows you to map WindoPath to NucleoLIS Case Types
Allows you to add an automatic order to the Case Type
(Interface Dependent)

True/False

True/False

True/False

(Interface Dependent)

Allows you to map Case Types to orders from foreign location

Available to be added to various profiles, super panels, etc, however charges can also be
added manually as needed. (Credits can be applied by checking the Credit box and re-
adding the charge. Once the charge is added, the Credit field will populate and show
True.) Use with either a billing interface or Management Reports.

Table Field
Code*
Description

Charge Type

Retired

Description
User defined up to 50 characters in length.
Full description of the library item

Additional charge type may be added to use in sorting charges
in Charges window when finalizing case.

True/False

The Comment Definition table stores the comment codes and expansions to be used for
all the Comment fields in NucleoLIS. The presence of the pound (#) character after the
field label (e.g. VisitComment#) indicates that an entry field accesses the Comment

Definition table.

Library
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To use a comment code in a comment field, type the # symbol in the field for a full list
of available comments.

Table Field Description

Code* User defined up to 50 characters in length.
Description Full description of the library item
Abnormal True/False

Retired True/False

14 .  Chapter8



Because this table holds all comments and information used in a variety of field entries,
itis best to try to categorize the comments so users will see only the comments that apply
to the type of data that needs to be entered. This is done with the Link Comments
button, which opens the Edit Coded Comments Links window shown in Figure 8-5.

This window allows the user to create field specific lists of coded comments available
for result entry. Users can even specify that a group of comments are only available for
a particular culture/test type.

The left side shows the list of all coded comments in the system. The right displays the
Entry Field, Limit Type and Limit Selection drop-down fields.

[ Edit Coded Comment Links [
Code Descrption Entry Field (Cujure-Resull# -]
CcC Too little tissue present for testing.

Com Comment

Limit Type [ Generals - | Limit Selection [ yonas v|

DEFALLT LIST DISPLAYED. None Defined for Culture-Result¥. Full Comment list will be available.

Mew Close

Status: Ready

Figure 8-5 - Edit Coded Comments Link Window

Follow these steps to create a list of available comments for a given field:

Select the comment field desired from the Entry field drop-down list.

In the Limit Type field select Specimen-Interpretation# to limit the list based on the
Specimen. Set the Limit Type to <General> to apply the list to all Specimen-
Interpretations.

If this is a new list, the comment list box on the right contains all comments in the

table and is shaded indicating that all comments are currently available for that field.

To start creating the list of comments linked to the field, double-click on a comment
on the left side. A prompt is displayed asking to override the default list and replace
with the selection.

Click Yes.

Continue selecting (double-clicking) comments from the left to add them to the right.

When done click Close to save the linked list and close the window.

NOTE: To delete a comment from a linked list, just double-click on that comment on the
right to remove it.

Library
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Table Field
Code*
Description
Internal

Retired

Table Field
Code*
Description*

Charge Codes

Overdue Days

Label Count

Is Urine

Retired

Code Map
Step Definition

Source Definition Default (hidden
by default)

Additional Testing
Order Gram Stain
Plates

Plate Panel

Plate Labels to Suppress
Resulting
AlwaysReportMessage

Result Default

SuppressComment

Maintain Result

Description

User defined up to 50 characters in length
Full description of the item

True/False

True/False

Description
User defined up to 50 characters in length
Full description of the item

Pick from list or add new charge codes that will be
automatically billed upon selection of the culture

Set a maximum number of days for this culture to be
considered overdue to result/review

Numerical setting for label quantity to print

True/False. Tag as urine culture for instrument interface
communication

True/False; sets the culture definition to be no longer used in
NucleoLIS

The culture code used in the instrument, if interfaced
Define the Status Step Definition to use, if needed

Defines the source definition to set during creation of super
panel generated specimen records.

True/False

Assign a panel of plates for this culture

Suppress quantity of plate labels

A standard comment that will appear on every report that is
generated that contains this particular culture.

Default Result for the culture

True/False. Suppress culture comments from appearing on the
formatted report.

True/False



Table Field
Code*
Description*

Code Map

Retired

Table Field
Code
Description
Constituents
Step Definition

Auto Complete

Code Map

Retired
Allow Duplicate

Label Count

Result Entry Definitions
Result Entry Definition

Description
User defined up to 50 characters in length
Full description of the item

The culture form definition code used in the instrument, if
interfaced

True\False

Description

User defined up to 50 characters in length

Full description of the item

What is contained in the profile. Pick from list or add new.
Define the Status Step Definition to use, if needed

True/False; True eliminates need to set complete for Final
report; forced to False if Require Signature is True; profiles
assigned as Auto Complete need to be ordered after the
specimen is inlabbed in order to be automatically completed.

The culture form profile code used in the instrument, if
interfaced

True/False
True/False; allows more than one profile per specimen

Numerical setting for label quantity to print

Set structure for the user to result, highly configurable

This is the full constituent library for all DNA sequencing profiles.

Table Field
Code*
Description*

Charge Codes

Description
User defined up to 50 characters in length
Full description of the item

Pick from list or add new charge codes that will be
automatically billed upon creation of the constituent order; the
Charges window displays the constituent definition generating
the charge in the description column.

Library 17



Table Field
Code Map

Retired

Expanded Description
Always Report Message
Report Category

Report Category Sequence

WP Integration - Orders
WP Links

Description

The DNA sequencing definition code used in the instrument, if
interfaced

True/False

Additional information to always report about the test

Optional report category that may be defined and used for
sorting on reports

Report Category Sequencing is enabled by Original Reports:
UseConstituentSequencing. If True, the Sequence button is
available at top of all constituent definition library windows and
opens the Constituent Report Sequencing window, shown
below. Constituents may be sorted in this window and the
sequence saved for use in Result Reports. Save Sequence
saves for all definitions in the table and takes a few seconds.
The sequence number in the Report Category Sequence field
is then updated. Itis recommended that Report Categories are
populated when using sequencing.

54 Constituent Report Sequencing *
Code ReportCategaory A
WEC Complete Blood Count
WBC_1 Complete Blood Count
REC Complete Blood Count
RBC # Complete Blood Count
Hemoglobin Complete Blood Count
HGB Complete Blood Count
Hemoglobin_1 Complete Blood Count
Hemoglobin_2 Complete Blood Count
Hematocrit Complete Blood Count
HCT Complete Blood Count
MCV Complete Blood Count
MCH Complete Blood Count
MCHC Complete Blood Count
RDW Complete Blood Count
Flatelets Complete Blood Count
Plt Complete Blood Count
Lymph # Complete Blood Count 2
£ >

ToTop + ¥ To Bottom Save Sequence
Status: Ready

(Interface Dependent)

Allows you to map WindoPath to NucleoLIS DNA Sequencing
Definition

The DNA Sequencing Profile table works with the DNA Sequencing Definition

table.

Table Field
Code*

18 Chapter 8

Description

User defined up to 50 characters in length




Table Field
Description

Constituents

Constituent Panels

Suppress Overlap

Charge Codes

Step Definition
Label Count

Label Definition

Label Definition Constituents
Allow Duplicate

Code Map

AAOE Set

Source Default (hidden by default)

Retired

Defined Reagents

Expanded Description
Always Report Message
Methodology

Pending Message
Location

Testing Locations

Required Location

Description
Full description of the item

What is contained in the profile. Pick from list of available DNA
Sequencing Definitions, or add new.

Pick from list; available if Site Wide Reserved preference set to
True and panels have been defined in Result Entry Definitions.
Panels may be defined if any constituents are set OnDemand.

True/False; set True for constituents of profile being ordered to
be compared to constituents already ordered on specimen and
prevent duplicate constituent orders.

Define charge codes that will be automatically billed upon
selection of the profile.

Define the Status Step Definition to use, if needed

Number of labels to print for automatic printing (Inlab);
minimum of 1 is required.

Define Label Type definition for profile; the default Label
Definition may be cleared by right-clicking and selecting Clear.

Define Label Type definition for constituents
True/False; allows more than one profile added per specimen

The DNA Sequencing profile code used in the instrument, if
interfaced

If Ask At Order Entry is enabled, the AAOE Set is where you
define the collection of AAO questions to ask on order

Defines the source definition to set during creation of super
panel generated specimen records.

True/False; sets the DNA Sequencing profile to be no longer
used in NucleoLIS

List of reagents required to process this profile that are defined
in the Reagent Definition library

Additional information to always report about the profile
Description of how the profile results are obtained

User-defined message to be displayed while profile is pending

Select from pick list of valid testing locations for profile. If only
one is defined for profile, it is automatically entered when
ordering. If, more than one, the user is prompted for location.

True/False; if true, Testing Location must be defined above and
will be required on the profile before it can be completed.

Library
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Table Field
Result Entry Definitions
Result Entry Definition

Analyzation Map Verification

Allow Batch Result

Report Category

Signatures\Completion

Auto Complete

Require Signature

Approval Signature

Toxicology

Is Toxicology

Clinical

Is Clinical

WP Integration - Orders
WP Link

WP Links

WP Integration - Results

WP Discrete

WP Discrete (Advance Only)
WP Cyto

Outreach Integration - Orders

Outreach Code

Description

Set structure for the user to result, highly configurable;
described in separate Result Entry Definition section later in
this chapter

Display only; whether a valid map is defined or not

True/False; determines whether profile results may be entered
through the Batch Result window

May be used to group profiles on Result Reports by using
ProfileReportCategory field.

True/False; True eliminates need to set complete for Final
report; forced to False if Require Signature is True; profiles
assigned as Auto Complete need to be ordered after the
specimen is inlabbed in order to be automatically completed.

True/False; if true, profile will not be completed unless profile is
signed, case will not be completed until all profiles are signed.

True/False; if true, profile will not be completed unless profile is
approved prior to being signed; both signatures will be required
before profile is considered complete; case will not be
completed until all profiles are approved.

True/False; if preference is enabled, true sets up profile for
toxicology testing

True/False; if preference is enabled, true sets up profile for
clinical testing

(Interface Dependent)

True/False; allows linking of WindoPath orders to NucleoLIS
DNA Sequencing profiles

Allows you to map WindoPath to NucleoLIS DNA Sequencing
Profiles

(Interface Dependent)
True/False
True/False

True/False

If Outreach has been purchased and integrated, allows you to
customize the code that is seen in Outreach Orders.
Modifications must be followed by an e.Outreach - Sync.



Table Field

Outreach Description

Reference Lab Integration
Allow Reference Lab
Sorting - Advanced

Use Data Sort (Optional)

Description

If Outreach has been purchased and integrated, allows you to
customize the description that is seen in Outreach Orders.
Modifications must be followed by an e.Outreach - Sync.

True/False; if enabled, defines profile as reference lab test

True/False; this field is activated through Field Definitions. True
overrides the reporting order of the profile constituents as
defined in the Edit Constituents window allowing constituents to
be reported in the same order they are added to the specimen
and listed in the Result Manager grid. False leaves the reporting
order as defined in the Edit Constituents window.

The Drug Definition library may be configured as automatic response options, if
using the Ask At Order functionality built into NucleoLIS.

Table Field
Code*
Description*

Retired

Description
User defined up to 50 characters in length
Full description of the item

True/False

The e.Query Data Models library is used to create additional views to be used with
the e.Query Management Report Designer. NucleoLIS comes with a standard
number of views to use with the e.Query Designer, but if your specific data is not
included in any of the supplied views, you may need to create a special view for
your purposes. Creating views requires a good understanding of your database.

Table Field
Code*

Description*

Full Description

View Definition

View Name (read only)

Retired

Description
User defined up to 50 characters in length

Description of the view; displayed in e.Query Query Designer
window.

Optional lengthy description of view; displayed in the e.Query
Query Designer window by right-clicking selected view name.

Clicking the ellipsis opens the Edit View Definition window where
tables are selected to add to the view.

Name of the view as stored in the database and created with the
Edit View Definition window

True/False

Library
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Table Field

ADMIN

Is Standard (read only)
Is Static (read only)

Description

True/False; whether the view was created as a Psyche standard

True/False

This is the full constituent library for all FISH profiles.

Table Field
Code*
Description*

Charge Codes

Code Map

Retired

Expanded Description
Always Report Message
Report Category

Description
User defined up to 50 characters in length
Full description of the item

Pick from list or add new charge codes that will be automatically
billed upon creation of the constituent order; the Charges window
displays the constituent definition generating the charge in the
description column.

The FISH definition code used in the instrument, if interfaced

True/False

Additional information to always report about the test

Optional report category that may be defined and used for sorting
on reports




Table Field

Report Category Sequence
(read only in field)

WP Integration - Orders
WP Links

Description

Report Category Sequencing is enabled by Original Reports:
UseConstituentSequencing. If True, the Sequence button is
available at top of all constituent definition library windows and
opens the Constituent Report Sequencing window, shown below.
Constituents may be sorted in this window and the sequence
saved for use in Result Reports. Save Sequence saves for all
definitions in the table and takes a few seconds. The sequence
number in the Report Category Sequence field is then updated.
It is recommended that Report Categories are populated when
using sequencing.

54 Constituent Report Sequencing *
Code ReportCategaory A
WEC Complete Blood Count
WBC_1 Complete Blood Count
REC Complete Blood Count
RBC # Complete Blood Count
Hemoglobin Complete Blood Count
HGB Complete Blood Count
Hemoglobin_1 Complete Blood Count
Hemoglobin_2 Complete Blood Count
Hematocrit Complete Blood Count
HCT Complete Blood Count
MCV Complete Blood Count
MCH Complete Blood Count
MCHC Complete Blood Count
RDW Complete Blood Count
Flatelets Complete Blood Count
Plt Complete Blood Count
Lymph # Complete Blood Count 2
£ >

ToTop + ¥ To Bottom Save Sequence
Status: Ready

(Interface Dependent)
Allows you to map WindoPath to NucleoLIS FISH Definition

The FISH Profile table works with the FISH Definition table.

Table Field
Code*
Description

Constituents

Constituent Panels

Suppress Overlap

Description
User defined up to 50 characters in length
Full description of the item

What is contained in the profile. Pick from list of available FISH
Definitions, or add new.

Pick from list; available if Site Wide Reserved preference set to
True and panels have been defined in Result Entry Definitions.

True/False; set True for constituents of profile being ordered to
be compared to constituents already ordered on specimen and
prevent duplicate constituent orders.

Library

Panels may be defined if any constituents are set OnDemand.
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Table Field

Charge Codes

Step Definition
Label Count

Label Definition

Label Definition Constituents
Allow Duplicate

Code Map

AAQE Set

Source Default (hidden by default)

Retired

Defined Reagents

Expanded Description
Always Report Message
Methodology

Pending Message
Location

Testing Locations

Required Location

Result Entry Definitions

Result Entry Definition

Analyzation Map Verification

Allow Batch Result

Report Category

Signatures\Completion

Description

Define charge codes that will be automatically billed upon
selection of the profile.

Define the Status Step Definition to use, if needed

Number of labels to print for automatic printing (Inlab);
minimum of 1 is required.

Define Label Type definition for profile; the default Label
Definition may be cleared by right-clicking and selecting Clear.

Define Label Type definition for constituents
True/False; allows more than one profile added per specimen
The FISH profile code used in the instrument, if interfaced

If Ask At Order Entry is enabled, the AAOE Set is where you
define the collection of AAO questions to ask

Defines the source definition to set during creation of super
panel generated specimen records.

True/False

List of reagents required to process this profile that are defined
in the Reagent Definition library

Additional information to always report about the profile
Description of how the profile results are obtained

User-defined message to be displayed while profile is pending

Select from pick list of valid testing locations for profile. If only
one is defined for profile, it is automatically entered when
ordering. If, more than one, the user is prompted for location.

True/False; if true, Testing Location must be defined above and
will be required on the profile before it can be completed.

Set structure for the user to result, highly configurable;
described in separate Result Entry Definition section later in
this chapter

Display only; whether a valid map is defined or not

True/False; determines whether profile results may be entered
through the Batch Result window

May be used to group profiles on Result Reports by using
ProfileReportCategory field.



Table Field

Auto Complete

Require Signature

Approval Signature

Toxicology

Is Toxicology

Clinical

Is Clinical

WP Integration - Orders
WP Link

WP Links

WP Integration - Results

WP Discrete

WP Discrete (Advance Only)
WP Cyto

Outreach Integration - Orders

Outreach Code

Outreach Description

Reference Lab Integration
Allow Reference Lab
Sorting - Advanced

Use Data Sort (Optional)

Description

True/False; True eliminates need to set complete for Final
report; forced to False if Require Signature is True; profiles
assigned as Auto Complete need to be ordered after the
specimen is inlabbed in order to be automatically completed.

True/False; if true, profile will not be completed unless profile is
signed, case will not be completed until all profiles are signed.

True/False; if true, profile will not be completed unless profile is
approved prior to being signed; both signatures will be required
before profile is considered complete; case will not be
completed until all profiles are approved.

True/False; if preference is enabled, true sets up profile for
toxicology testing

True/False; if preference is enabled, true sets up profile for
clinical testing

(Interface Dependent)

True/False; allows linking of WindoPath orders to NucleoLIS
FISH profiles

Allows you to map WindoPath to NucleoLIS FISH Profiles
(Interface Dependent)

True/False

True/False

True/False

If Outreach has been purchased and integrated, allows you to
customize the code that is seen in Outreach Orders.
Modifications must be followed by an e.Outreach - Sync.

If Outreach has been purchased and integrated, allows you to
customize the description that is seen in Outreach Orders.
Modifications must be followed by an e.Outreach - Sync.

True/False; if enabled, defines profile as reference lab test

True/False; this field is activated through Field Definitions. True
overrides the reporting order of the profile constituents as
defined in the Edit Constituents window allowing constituents to
be reported in the same order they are added to the specimen
and listed in the Result Manager grid. False leaves the reporting
order as defined in the Edit Constituents window.

Library 25



26

Chapter 8

ICD Definitions are assigned and displayed at the case level. Once a case has been
signed out, the ICDs on that case cannot be changed.

Table Field
Code*
Description

Retired

Description
User defined up to 50 characters in length
Full description of the item

True/False

This is the full constituent library for all Immuno profiles.

Table Field
Code*
Description*

Charge Codes

Code Map

Retired

Expanded Description
Always Report Message
Report Category

Description
User defined up to 50 characters in length.
Full description of the item

Pick from list or add new charge codes that will be
automatically billed upon creation of the constituent order; the
Charges window displays the constituent definition generating
the charge in the description column.

The Immuno definition code used in the instrument, if
interfaced

True/False

Additional information to always report about the test

Optional report category that may be defined and used for
sorting on reports



Table Field

Report Category Sequence

WP Integration - Orders
WP Links

Description

Report Category Sequencing is enabled by Original Reports:
UseConstituentSequencing. If True, the Sequence button is
available at top of all constituent definition library windows and
opens the Constituent Report Sequencing window, shown
below. Constituents may be sorted in this window and the
sequence saved for use in Result Reports. Save Sequence
saves for all definitions in the table and takes a few seconds.
The sequence number in the Report Category Sequence field
is then updated. It is recommended that Report Categories are
populated when using sequencing.

54 Constituent Report Sequencing *
Code ReportCategaory A
WEC Complete Blood Count
WBC_1 Complete Blood Count
REC Complete Blood Count
RBC # Complete Blood Count
Hemoglobin Complete Blood Count
HGB Complete Blood Count
Hemoglobin_1 Complete Blood Count
Hemoglobin_2 Complete Blood Count
Hematocrit Complete Blood Count
HCT Complete Blood Count
MCV Complete Blood Count
MCH Complete Blood Count
MCHC Complete Blood Count
RDW Complete Blood Count
Flatelets Complete Blood Count
Plt Complete Blood Count
Lymph # Complete Blood Count 2
£ >

ToTop + ¥ To Bottom Save Sequence
Status: Ready

(Interface Dependent)

Allows you to map WindoPath to NucleoLIS Immuno Definition

The Immuno Profile table works with the Immuno Definition table.

Table Field
Code*
Description

Constituents

Constituent Panels

Suppress Overlap

Description
User defined up to 50 characters in length
Full description of the item

What is contained in the profile. Pick from list of available
Immuno Definitions, or add new.

Pick from list; available if Site Wide Reserved preference set to
True and panels have been defined in Result Entry Definitions.
Panels may be defined if any constituents are set OnDemand.

True/False; set True for constituents of profile being ordered to
be compared to constituents already ordered on specimen and
prevent duplicate constituent orders.
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Table Field

Charge Codes

Step Definition
Label Count

Label Definition

Label Definition Constituents
Allow Duplicate

Code Map

AAQE Set

Source Default (hidden by default)

Retired

Defined Reagents

Expanded Description
Always Report Message
Methodology

Pending Message
Location

Testing Locations

Required Location

Result Entry Definitions

Result Entry Definition

Analyzation Map Verification

Allow Batch Result

Report Category

Description

Define charge codes that will be automatically billed upon
selection of the profile.

Define the Status Step Definition to use, if needed

Number of labels to print for automatic printing (Inlab);
minimum of 1 is required.

Define Label Type definition for profile; the default Label
Definition may be cleared by right-clicking and selecting Clear.

Define Label Type definition for constituents
True/False; allows more than one profile added per specimen
The immuno profile code used in the instrument, if interfaced

If Ask At Order Entry is enabled, the AAOE Set is where you
define the collection of AAO questions to ask

Defines the source definition to set during creation of super
panel generated specimen records.

True/False

List of reagents required to process this profile that are defined
in the Reagent Definition library

Additional information to always report about the profile
Description of how the profile results are obtained

User-defined message to be displayed while profile is pending

Select from pick list of valid testing locations for profile. If only
one is defined for profile, it is automatically entered when
ordering. If, more than one, the user is prompted for testing
location.

True/False; if true, Testing Location must be defined above and
will be required on the profile before it can be completed.

Set structure for the user to result, highly configurable;
described in separate Result Entry Definition section later in
this chapter

Display only; whether a valid map is defined or not

True/False; determines whether profile results may be entered
through the Batch Result window

May be used to group profiles on Result Reports by using
ProfileReportCategory field.



Table Field
Signatures\Completion

Auto Complete

Require Signature

Approval Signature

Toxicology

Is Toxicology

Clinical

Is Clinical

WP Integration - Orders
WP Link

WP Links

WP Integration - Results

WP Discrete

WP Discrete (Advance Only)
WP Cyto

Outreach Integration - Orders

Outreach Code

Outreach Description

Reference Lab Integration
Allow Reference Lab

Sorting - Advanced

Description

True/False; True eliminates need to set complete for Final
report; forced to False if Require Signature is True; profiles
assigned as Auto Complete need to be ordered after the
specimen is inlabbed in order to be automatically completed.

True/False; if true, profile will not be completed unless profile is

signed, case will not be completed until all profiles are signed.

True/False; if true, profile will not be completed unless profile is
approved prior to being signed; both signatures will be required
before profile is considered complete; case will not be
completed until all profiles are approved.

True/False; if preference is enabled, true sets up profile for
toxicology testing

True/False; if preference is enabled, true sets up profile for
clinical testing

(Interface Dependent)

True/False; allows linking of WindoPath orders to NucleoLIS
Immuno profiles

Allows you to map WindoPath to NucleoLIS Immuno Profiles
(Interface Dependent)

True/False

True/False

True/False

If Outreach has been purchased and integrated, allows you to
customize the code that is seen in Outreach Orders.
Modifications must be followed by an e.Outreach - Sync.

If Outreach has been purchased and integrated, allows you to
customize the description that is seen in Outreach Orders.
Modifications must be followed by an e.Outreach - Sync.

True/False; if enabled, defines profile as reference lab test
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Table Field
Use Data Sort (Optional)

Table Field
Code*

Description
Retired
Result Handling Management

IReview Handling

IReview Mode

IReviewAllowRepeat

IBatch Status
IQC Item
IReportable

IComplete

Description

True/False; this field is activated through Field Definitions. True
overrides the reporting order of the profile constituents as
defined in the Edit Constituents window allowing constituents to
be reported in the same order they are added to the specimen
and listed in the Result Manager grid. False leaves the reporting
order as defined in the Edit Constituents window.

Description

User defined up to 50 characters in length. This value is
displayed in IReview.

Full description of the instrument

True/False

IReviewALL: All interface results are sent to IReview for
review.

IReviewAbnormal: Only abnormal interface results are sent to
IReview for review. Normal results bypass IReview and are
stored as reported by the instrument

IReviewNone: All Interfaced results bypass IReview and are
stored as reported by the instrument

Accept: Instrument results bypass Data Entry Definition logic
and rules, presenting results in IReview as they come from the
instrument.

Execute: Execute passes results though Data Entry Definition
logic and rules before IReview display.

None: Instrument results are not processed or sent to IReview;
automatically set to None when IReview Handling:
IReviewNone is selected.

True/False; when true, IReview records associated with
Instruments that AllowRepeat enable executing a Repeat
action in IReview and resends the test order to the instrument.

NOTE: Setting an instrument to AllowRepeat should
be restricted to Instruments that are integrated with an
Orders interface.

Not currently implemented.
Not currently implemented.
True/False; whether result is set as reportable

True/False; whether profile is set as complete



Table Field

IReview Description (read only)

Description

Description of IReview Handling selection from above.
IReviewALL: All Interfaced results are sent to IReview and
stored directly as reported by the instrument. Batch records are
not saved

IReviewAbnormal: Abnormal results are sent to IReview and
stored directly as reported by the instrument. Batch records are
not saved

IReviewNone: All Interfaced results bypass IReview and are
stored as reported by the instrument. Batch records are not
saved

NOTE: Duplicate codes are not permitted.

Table Field
Code*
Name
Description
Retired
Type
Address
Street
Street2
Street3
City

State

Zip

Contact

Phone

Fax

Customer Service Phone Number
Provider Relations Phone Number

Provider Relations Contact Name

Description

User defined up to 50 characters in length
Carrier Name

Full description of the item

True/False

Free text

Free text
Free text
Free text
Free text

Information comes from a selection list, which allows a pick list
without any validation of the fields. See zip below.

If a zip code is entered the city and state populate
automatically.

Free text
Free Text
Free text
Free text

Free text
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Used to map codes from different sources for interface and other purposes.

Table Field
Mapping Type*
Mapped Values
Internal Code*
External Code*
Additional
Description

Retired

Description

Free text describing type of mapping

Lab Code
Vendor Code

Full description of the item

True/False

This is the full constituent library for all Karyotype profiles.

Table Field
Code*
Description*

Charge Codes

Code Map

Retired

Expanded Description
Always Report Message
Report Category

Description
User defined up to 50 characters in length
Full description of the item

Pick from list or add new charge codes that will be
automatically billed upon creation of the constituent order; the
Charges window displays the constituent definition generating
the charge in the description column.

The karyotype definition code used in the instrument, if interfaced

True/False

Additional information to always report about the test

Optional report category that may be defined and used for
sorting on reports



Table Field

Report Category Sequence

WP Integration - Orders
WP Links

Description

Report Category Sequencing is enabled by Original Reports:
UseConstituentSequencing. If True, the Sequence button is
available at top of all constituent definition library windows and
opens the Constituent Report Sequencing window, shown
below. Constituents may be sorted in this window and the
sequence saved for use in Result Reports. Save Sequence
saves for all definitions in the table and takes a few seconds.
The sequence number in the Report Category Sequence field
is then updated. It is recommended that Report Categories are
populated when using sequencing.

54 Constituent Report Sequencing *
Code ReportCategaory A
WEC Complete Blood Count
WBC_1 Complete Blood Count
REC Complete Blood Count
RBC # Complete Blood Count
Hemoglobin Complete Blood Count
HGB Complete Blood Count
Hemoglobin_1 Complete Blood Count
Hemoglobin_2 Complete Blood Count
Hematocrit Complete Blood Count
HCT Complete Blood Count
MCV Complete Blood Count
MCH Complete Blood Count
MCHC Complete Blood Count
RDW Complete Blood Count
Flatelets Complete Blood Count
Plt Complete Blood Count
Lymph # Complete Blood Count 2
£ >

ToTop + ¥ To Bottom Save Sequence
Status: Ready

(Interface Dependent)

Allows you to map WindoPath to NucleoLIS Karyotype
Definition

The Karyotype table works with the Karyotype Definition table.

Table Field
Code*
Description

Constituents

Constituent Panels

Suppress Overlap

Description
User defined up to 50 characters in length
Full description of the item

What is contained in the profile. Pick from list of available
Karyotype Definitions, or add new.

Pick from list; available if Site Wide Reserved preference set to
True and panels have been defined in Result Entry Definitions.

Panels may be defined if any constituents are set OnDemand.

True/False; set True for constituents of profile being ordered to
be compared to constituents already ordered on specimen and
prevent duplicate constituent orders.
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Table Field

Charge Codes

Step Definition
Label Count

Label Definition

Label Definition Constituents
Allow Duplicate

Code Map

AAQE Set

Source Default (hidden by default)

Retired

Defined Reagents

Expanded Description
Always Report Message
Methodology

Pending Message
Location

Testing Locations

Required Location

Result Entry Definitions
Result Entry Definition

Analyzation Map Verification

Allow Batch Result

Report Category

Description

Define charge codes that will be automatically billed upon
selection of the profile.

Define the Status Step Definition to use, if needed

Number of labels to print for automatic printing (Inlab);
minimum of 1 is required.

Define Label Type definition for profile; the default Label
Definition may be cleared by right-clicking and selecting Clear.

Define Label Type definition for constituents
True/False; allows more than one profile added per specimen
The immuno profile code used in the instrument, if interfaced

If Ask At Order Entry is enabled, the AAOE Set is where you
define the collection of AAO questions to ask

Defines the source definition to set during creation of super
panel generated specimen records.

True/False

List of reagents required to process this profile that are defined
in the Reagent Definition library

Additional information to always report about the profile
Description of how the profile results are obtained

User-defined message to be displayed while profile is pending

Select from pick list of valid testing locations for profile. If only
one is defined for profile, it is automatically entered when
ordering. If, more than one, the user is prompted for location.

True/False; if true, Testing Location must be defined above and
will be required on the profile before it can be completed.

Set structure for the user to result, highly configurable; described
in separate Result Entry Definition section later in this chapter

Display only; whether a valid map is defined or not

True/False; determines whether profile results may be entered
through the Batch Result window

May be used to group profiles on Result Reports by using
ProfileReportCategory field.



Table Field
Signatures\Completion

Auto Complete

Require Signature

Approval Signature

Toxicology

Is Toxicology

Clinical

Is Clinical

WP Integration - Orders
WP Link

WP Links

WP Integration - Results

WP Discrete

WP Discrete (Advance Only)
WP Cyto

Outreach Integration - Orders

Outreach Code

Outreach Description

Reference Lab Integration

Allow Reference Lab

Description

True/False; True eliminates need to set complete for Final
report; forced to False if Require Signature is True; profiles
assigned as Auto Complete need to be ordered after the
specimen is inlabbed in order to be automatically completed.

True/False; if true, profile will not be completed unless profile is
signed, case will not be completed until all profiles are signed.

True/False; if true, profile will not be completed unless profile is
approved prior to being signed; both signatures will be required
before profile is considered complete; case will not be
completed until all profiles are approved.

True/False; if preference is enabled, true sets up profile for
toxicology testing

True/False; if preference is enabled, true sets up profile for
clinical testing

(Interface Dependent)

True/False; allows linking of WindoPath orders to NucleoLIS
Karyotype profiles

Allows you to map WindoPath to NucleoLIS Karyotype Profiles
(Interface Dependent)

True/False

True/False

True/False

If Outreach has been purchased and integrated, allows you to
customize the code that is seen in Outreach Orders.
Modifications must be followed by an e.Outreach - Sync.

If Outreach has been purchased and integrated, allows you to
customize the description that is seen in Outreach Orders.
Modifications must be followed by an e.Outreach - Sync.

True/False; if enabled, defines profile as reference lab test

Library 35



36

Chapter 8

Table Field
Sorting - Advanced
Use Data Sort (Optional)

Description

True/False; this field is activated through Field Definitions. True
overrides the reporting order of the profile constituents as
defined in the Edit Constituents window allowing constituents to
be reported in the same order they are added to the specimen
and listed in the Result Manager grid. False leaves the reporting
order as defined in the Edit Constituents window.

If using either the signing or testing location features, the locations are defined in this
table and are then assigned to users for signing or profiles for testing

Table Field
Location Designation
Code

Name
Description
Contact

Phone

Additional

Is Signing Default
Retired

Address

Address
Address?2

City

State

Zip

Table Field
Code*
Description
SnoMed
ShowAlert

Description

User defined up to 50 characters in length

Name of the Location

Full description of the Location

Contact person at the location

Phone #

Additional information

Set to True to make this location the default for signing

True/False

Location address
Additional Location address
Location city

Location state

Location Zip code

Description

User defined up to 50 characters in length
Full description of the item

Code associated with the organism

Set to true to alert when this organism is selected



Table Field
ChargeCodes

Retired

Class

Family

Critical

Critical

Critical Input Required
Critical Prompt
Instrument

Code Map

Reporting

Always Report Message

Table Field
Code*
Description
Retired
Code Map

Description

Define charge codes that will be automatically billed upon
selection of this organism

True/False

Classify the organism family

True/False
True/False

If critical, this free text prompt will appear

The organism code used in the instrument, if interfaced

A standard comment that will appear on every report that is
generated that contains this particular organism

Description

User defined up to 50 characters in length
Full description of the item

True/False

The organism family code used in the instrument, if interfaced

This is the full constituent library for all PCR profiles.

Table Field
Code*
Description*

Charge Codes

Code Map
Retired

Expanded Description

Description
User defined up to 50 characters in length
Full description of the item

Pick from list or add new charge codes that will be
automatically billed upon creation of the constituent order; the
Charges window displays the constituent definition generating
the charge in the description column.

The PCR definition code used in the instrument, if interfaced

True/False
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Table Field
Always Report Message
Report Category

Report Category Sequence

WP Integration - Orders
WP Links

Description
Additional information to always report about the test

Optional report category that may be defined and used for
sorting on reports

Report Category Sequencing is enabled by Original Reports:
UseConstituentSequencing. If True, the Sequence button is
available at top of all constituent definition library windows and
opens the Constituent Report Sequencing window, shown
below. Constituents may be sorted in this window and the
sequence saved for use in Result Reports. Save Sequence
saves for all definitions in the table and takes a few seconds.
The sequence number in the Report Category Sequence field
is then updated. Itis recommended that Report Categories are
populated when using sequencing.

54 Constituent Report Sequencing *
Code ReportCategaory A
WEC Complete Blood Count
WBC_1 Complete Blood Count
REC Complete Blood Count
RBC # Complete Blood Count
Hemoglobin Complete Blood Count
HGB Complete Blood Count
Hemoglobin_1 Complete Blood Count
Hemoglobin_2 Complete Blood Count
Hematocrit Complete Blood Count
HCT Complete Blood Count
MCV Complete Blood Count
MCH Complete Blood Count
MCHC Complete Blood Count
RDW Complete Blood Count
Flatelets Complete Blood Count
Plt Complete Blood Count
Lymph # Complete Blood Count 2
£ >

ToTop + ¥ To Bottom Save Sequence
Status: Ready

(Interface Dependent)
Allows you to map WindoPath to NucleoLIS PCR Definition

The PCR Profile table works with the tests in the PCR Definition table.

Table Field
Code*
Description

Constituents

Constituent Panels

Description
User defined up to 50 characters in length
Full description of the item

What is contained in the profile. Pick from list of available PCR
Definitions, or add new.

Pick from list; available if Site Wide Reserved preference set to
True and panels have been defined in Result Entry Definitions.
Panels may be defined if any constituents are set OnDemand.




Table Field

Suppress Overlap

Charge Codes

Step Definition
Label Count

Label Definition

Label Definition Constituents
Allow Duplicate

Code Map

AAOE Set

Source Default (hidden by default)

Retired

Defined Reagents

Expanded Description
Always Report Message
Methodology

Pending Message
Location

Testing Locations

Required Location

Result Entry Definitions
Result Entry Definition

Analyzation Map Verification

Allow Batch Result

Report Category

Description

True/False; set True for constituents of profile being ordered to
be compared to constituents already ordered on specimen and
prevent duplicate constituent orders.

Define charge codes that will be automatically billed upon
selection of the profile.

Define the Status Step Definition to use, if needed

Number of labels to print for automatic printing (Inlab);
minimum of 1 is required.

Define Label Type definition for profile; the default Label
Definition may be cleared by right-clicking and selecting Clear.

Define Label Type definition for constituents
True/False; allows more than one profile added per specimen
The PCR profile code used in the instrument, if interfaced

If Ask At Order Entry is enabled, the AAOE Set is where you
define the collection of AAO questions to ask

Defines the source definition to set during creation of super
panel generated specimen records.

True/False

List of reagents required to process this profile that are defined
in the Reagent Definition library

Additional information to always report about the profile
Description of how the profile results are obtained

User-defined message to be displayed while profile is pending

Select from pick list of valid testing locations for profile. If only
one is defined for profile, it is automatically entered when
ordering. If, more than one, the user is prompted for location.

True/False; if true, Testing Location must be defined above and
will be required on the profile before it can be completed.

Set structure for the user to result, highly configurable; described
in separate Result Entry Definition section later in this chapter

Display only; whether a valid map is defined or not

True/False; determines whether profile results may be entered
through the Batch Result window

May be used to group profiles on Result Reports by using
ProfileReportCategory field.
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Table Field
Signatures\Completion

Auto Complete

Require Signature

Approval Signature

Toxicology

Is Toxicology

Clinical

Is Clinical

WP Integration - Orders
WP Link

WP Links

WP Integration - Results

WP Discrete

WP Discrete (Advance Only)
WP Cyto

Outreach Integration - Orders

Outreach Code

Outreach Description

Reference Lab Integration

Allow Reference Lab

Description

True/False; True eliminates need to set complete for Final
report; forced to False if Require Signature is True; profiles
assigned as Auto Complete need to be ordered after the
specimen is inlabbed in order to be automatically completed.

True/False; if true, profile will not be completed unless profile is
signed, case will not be completed until all profiles are signed.

True/False; if true, profile will not be completed unless profile is
approved prior to being signed; both signatures will be required
before profile is considered complete; case will not be
completed until all profiles are approved.

True/False; if preference is enabled, true sets up profile for
toxicology testing

True/False; if preference is enabled, true sets up profile for
clinical testing

(Interface Dependent)

True/False; allows linking of WindoPath orders to NucleoLIS
PCR profiles

Allows you to map WindoPath to NucleoLIS PCR Profiles
(Interface Dependent)

True/False

True/False

True/False

If Outreach has been purchased and integrated, allows you to
customize the code that is seen in Outreach Orders.
Modifications must be followed by an e.Outreach - Sync.

If Outreach has been purchased and integrated, allows you to
customize the description that is seen in Outreach Orders.
Modifications must be followed by an e.Outreach - Sync.

True/False; if enabled, defines profile as reference lab test



Table Field
Sorting - Advanced
Use Data Sort (Optional)

Table Field
Code*
Description*
Label Count
Retired

Table Field
Code*
Description
Constituents

Retired

Table Field
Code*
Description

Retired

Table Field
Code*

Description

Description

True/False; this field is activated through Field Definitions. True
overrides the reporting order of the profile constituents as
defined in the Edit Constituents window allowing constituents to
be reported in the same order they are added to the specimen
and listed in the Result Manager grid. False leaves the reporting
order as defined in the Edit Constituents window.

Description

User defined up to 50 characters in length
Full description of the item

Numerical setting for label quantity to print

True/False

Description

User defined up to 50 characters in length

Full description of the item

What is contained in the profile. Pick from list or add new.

True/False

Description
User defined up to 50 characters in length
Full description of the item

True/False

Description
User defined up to 50 characters in length

Full description of the item
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Table Field
Comments

Retired
Manufacturer
Manufacturer
Manufacturer Contact
Manufacturer City
Manufacturer State
Manufacturer Zip
Distributor
Distributor
Distributor Contact
Distributor City
Distributor State
Distributor Zip
Stock Management

Manage Stock

Stock Status

Table Field
Email*

Password

Retired

Description
Optional additional comments

True/False

Name of Manufacturer

Contact person at Manufacturer
Manufacturer city

Manufacturer state

Manufacturer zip code

Name Of Distributor

Contact person at Distributor
Distributor city

Distributor state

Distributor zip code

From the Manage Stock field, click the field and ellipsis at the end of the field
to open the Manage Reagent Stock window described later in this chapter.

Stock Status indicates the reagent status and displays as one of the
following:

READY - VALID: when only one Lot is currently defined as "In Use"

WARNING - MULTIPLE LOTS DEFINED IN USE: when more than one lot
is defined as "In Use"

*NO LOT DEFINED IN USE**: when no lots have been defined as "In Use"

Description
User email address

User email password; shows encrypted as ****; opens dialog box to
enter/change password when clicking ellipsis.

True/False



Table Field
Code*
Description*

Charge Codes

Sites

Label Count

Label Definition

Step Definition

Gross Received

Overdue Default (Hours)

Retired
Create Multiples
Multiples

Auto Multiples

Order - Auto Super Panel
Super Panel
Order - Prompt

Cultures

DNASeqgProfiles

Description
User defined up to 50 characters in length.
Full description for the sensitivity group

Pick from list or add new charge codes that will be
automatically billed upon inlab of a specimen with this source;
the Charges window displays the specimen source generating
the charge in the description column.

Allows building list of sites that are applicable to the source,
which can be added to the specimen

Number of labels to print for automatic printing (Inlab)

Allows defining a specific label type for the Source. If blank, the
first case label created will be used for this source.

Define the Status Step Definition to use, if needed

True/False; True enables Gross# field entry on the specimen
before the specimen is flagged inlab

Default number of hours for processing for that source until
considered overdue; use the Source Overdue button to view
grid of all overdue entries and modify individual Source/Profile
overdue values accordingly; overdue values are used by Turn
Around Time reports for processing overdue calculations.

True/False
(Optional)

Default is one (1); setting this field to a value greater than 1
enables multiple specimens of the defined source to be created
when flagged inlab.

True/False; True creates the defined number of multiples
specified above on inlab. False allows manual creation of
multiple specimens in the Accession and Result Manager
windows by right-clicking the Specimen and selecting Create
Multiples. Additional specimens of the same source are
created until the number in the Multiples fields has been met.

Grouping of Profile(s) that will be automatically ordered

Orderable Profile that can be chosen at the time of
accessioning-linking here provides a list of acceptable profiles
to order with the source

Orderable Profile that can be chosen at the time of
accessioning-linking here provides a list of acceptable profiles
to order with the source
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Table Field
FISH Profiles

Immuno Profiles

Karyotype Profiles

PCR Profiles

WP Integration - Orders

WP Link

WP Links

WP Require Profiles

WP Allow NucleoLIS Ordering
WP Integration - Results

WP Add Diagnosis

Foreign System Integration

Foreign Allow NucleoLIS Ordering

Table Field
Code*
Description*
Retired

Order

Cultures
DNASeqProfiles
FISH Profiles
Immuno Profiles
Karyotype Profiles
PCR Profiles

Description

Orderable Profile that can be chosen at the time of
accessioning-linking here provides a list of acceptable profiles
to order with the source

Orderable Profile that can be chosen at the time of
accessioning-linking here provides a list of acceptable profiles
to order with the source

Orderable Profile that can be chosen at the time of
accessioning-linking here provides a list of acceptable profiles
to order with the source

Orderable Profile that can be chosen at the time of
accessioning-linking here provides a list of acceptable profiles
to order with the source

(Interface Dependent)

True/False; allows linking of NucleoLIS to WindoPath.
Allows you to map WindoPath to NucleoLIS Source
True/False

True/False

(Interface Dependent)

True/False

(Interface Dependent)

True/False

Description
User defined up to 50 characters in length.
Full description for the item

True/False

Define override charge rule
Define override charge rule
Define override charge rule
Define override charge rule
Define override charge rule

Define override charge rule



Table Field
Code*
Description*

Retired

Table Field
Code*

Description*
Step ltems*

Retired

Table Field
Code*
Description*
Columns
Rows

Retired

Table Field
Code*
Description*
Retired

Order

Cultures
DNASeqProfiles
FISH Profiles
Immuno Profiles

Karyotype Profiles

Description
User defined up to 50 characters in length.
Full description for the item

True/False

Description
User defined up to 50 characters in length.

Full description for the item

Actions required to process the case, specimen, or profile.

True/False

Description

User defined up to 50 characters in length.
Full description for the item

Number of columns on the rack

Number of rows on the rack

True/False

Description
User defined up to 50 characters in length
Full description of the item

True/False

Link orderable profiles to create the super panel
Link orderable profiles to create the super panel
Link orderable profiles to create the super panel
Link orderable profiles to create the super panel

Link orderable profiles to create the super panel
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Table Field
PCR Profiles
Order-Advanced

Create Specimen

Description
Link orderable profiles to create the super panel
(Optional - hidden by default)

True/False; if true, the super panel creates new specimen
records during the ordering process.

Keep Alone True/False; if true, all components of the super panel are
ordered on individual specimen records.

Charges

Charge Codes Define charge codes that will be automatically billed upon
selection of the super panel.

Charge on Reflex True/False

Charge Prompt True/False

Table Field Description

Code* User defined up to 50 characters in length to define the user

role

Description Full description for the user role

Retired True/False

Role - User Operations

Can Accession True/False

Can Result True/False; determines whether user can enter results; if

Can Batch Result

Can Storage Find
Can Status Step
Can Batch Label
Can Run Track
Can Worksheet

Role - System Manager Operations
Can Manage Library
Can Design Labels

Can Design Result Reports

true, BuildLists field is open to optionally limit the available
build lists for the user role.

True/False; determines whether user can run Batch Result;
opens Batch Build Lists field in Additional Operations.

True/False; determines whether user can run Storage Find
True/False; determines whether user can run Status Step
True/False; determines whether user can run Batch Label
True/False; determines whether user can run Run Tracking

True/False; determines whether user can run Worksheet
Manager

True/False; determines whether user can run Library
True/False; determines whether user can design Labels

True/False; determines whether user can design Result
Reports



Table Field

Can Design Distribution

Can Design Analyzation Print Map

Can Manage Users

Can Storage

Can Configure System

Can e.Query (Design Management
Reports)

Role - Additional Operations
Can Run e.Query (Run Management

Reports)

Management Reports

Can Delivery Review

BuildLists

BatchBuildLists

CanReferencelLabViewer

CanReferencelLabRequisition
Designer

Role - User Privs
Can Quality Review

Can Single Delete

Can Cascade Delete

Can Delete Charges

Description

True/False; determines whether user can run Distribution
Designer

True/False; determines whether user can Design
Analyzation Print Map

True/False; determines whether user can run Human
Resources

True/False; determines whether user can run Storage
Manager

True/False; determines whether user can run Configuration

True/False; determines whether user can design
management reports, if module purchased

True/False; determines whether user run Management
Reports; if true, opens ManagementReports field to
optionally limit the reports user can run.

List of Management reports the user can run; only available
if user role CanRunManagementReports is True. If left
blank, user role can run all management reports.

True/False; determines whether role can run Delivery
monitor

List of Build Lists role can run; only available if user role
CanResult is True. If blank, user role can run all Build Lists.

List of Build Lists role can run in Batch Result; only available
if user role CanBatchResult is True. If blank, user role can
run all Build Lists in Batch Result.

True/False; determines whether user can open the
Reference Lab Viewer window, if Reference Lab Module is
configured.

True/False; determines whether user can open the
Reference Lab Requisition Designer and Reference Lab
Label Designer windows, if Reference Lab Module is
configured.

True/False; determines whether user can run Quality
Review

True/False; determines whether user can delete single item
(only available if AdminDeletesOnly preference is False)

True/False; determines whether user can delete cascade of
items (only available if AllowCascadeDeletes preference is
True and AdminDeletesOnly is False)

True/False; determines whether user can delete charges or
credit charges already billed

Library 47



48

Chapter 8

Table Field
Can Deactivate Records

Can Data Entry Definition

Can Override Received Date

Role - Dashboards

Can e.Dashboard

Dashboards

CanDashboardCreate
CanDashboardEdit
CanDashboardRetire
Role - Modules

Can e.Docs

Can e.Monitor

Can Winput

Description
True/False; determines whether user can deactivate records

True/False; determines whether user can modify data entry
definitions

True/False; determines whether user can delete modify
protected received date

True/False; whether user can run e.Dashboard, if
purchased. True opens up the following four fields.

Select from a pick list the available Dashboards to allow the
user to access. If none are selected, user can access all
available Dashboards.

True/False; whether user can create new Dashboards
True/False; whether user can edit existing Dashboards

True/False; whether user can retire existing Dashboards

True/False; whether user can run e.Docs, if purchased

True/False; determines whether user can run
e.Monitor, if purchased

True/False; determines whether user can run Winput
Processing (Provation 2D Barcode Scanning
Custom), if purchased.

If enabled in your system, the Integrated Worksheet functionality leverages Microsoft
Excel like features to model extreme use of spreadsheets for tracking specimen
preparation data (e.g. Wet Lab). NucleoLIS Worksheets allow interactive ability to
process specimens with manipulation of data. Some of the areas worksheets can be

helpful in include:

* Specimen preparation and tracking

* QC analysis

* Result analysis and genetic variance findings

* Database for QC, reagents, defined result values

This design allows for high-level flexibility as it is an open canvas to handle potentially
unlimited scenarios and worksheets for tracking specimen preparation data.

* Templates are stored in the database, allowing for easier administration

* Users work within the context of NucleoLIS, improving ease of use objectives
* Data is saved discretely for analysis

® Opens the door for data communication / transfer with NucleoLIS



Table Field
Code*
Description
Retired

Is Variant

Variant Map

Current Version

Template Definition

Locked State
Locked
Locked Date
Locked Time

Locked By

Description

Unique user defined up to 50 characters in length
Full description for the Worksheet Template
True/False

Allows for structured handling of variant data. When IsVariant
is true, the Variant data is then stored within it's own table in a
structured way to which enables optimized storage and

querying.

Only available if Is Variant = True (above). The Variant Map

setting relates the spreadsheet columns to database columns.

Format:
databasecolumnName|spreadsheetcolumnreference”databas
ecolumnName|spreadsheetcolumnreference

Example: CHROM|A'POS|B

In the example:

The CHROM column in the database if filled with the content of
Column A'in the spreadsheet.

The POS column in the database if filled with the content of
Column B in the spreadsheet.

The possible list of database columns are:
Chrom, Pos, ID, Ref, Alt, Qual, Filter, Info, Format, User1
through User8.

If multiple versions of template have been created, shows the
current version, though changes to Templates overwrite
previous versions.

Opens the Excel-like window, Edit Template Definition, where
the Worksheet Template may be defined. Click in the Template
Definition field, then click the ellipsis (...) that appears to open
the Edit Template Definition window for that Worksheet. An
example of this window is shown in Figure 8-6. Multiple options
are available to import and modify Worksheet Templates.

True/False; shows True when template is being edited
If template is locked, shows date when locked
If template is locked, shows time when locked

If template is locked, shows user name of who has it locked
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49



Table Field Description

Clear Locked State To unlock a template, from the Worksheet Template library,
select the ellipse associated with the Clear Locked State field
and answer the prompt.

Note: To unlock a worksheet, from the Worksheet Manager,
click View Properties, and select the ellipse associated with the
Clear Locked State field and answer the prompt.

Actions

Actions Configured integrated actions of a Worksheet Template
may be accessed here, but is not the recommended
place to configure them.

* Templates created in the Worksheet Library are "locked" while in use so that other
users do not overwrite each others work.

* Templates that are locked are not accessible.
* The templates can be built from scratch or by importing from excel.
» Several advanced options exist in the Worksheet designer.

* Each time a template is changed, a version stamp is incremented. Tracking the
version is important for analyzing discrete data.

This functionality may be referred to as the Wet Lab & Pre-analytic Module, but the
features are far more generalized as it is provides a mechanism to share various types of
NucleoLIS data with Worksheets. This is performed through two new buttons on the
Worksheet Manager window:

® Integration Fill
* |Integration Action

The Integration Fill button in Worksheet Manager loads a spreadsheet with NucleoLIS
records. This process is described in more detail in the Result Manager chapter.

The Integration Action button in Worksheet Manager executes actions, such as
advancing status steps or ordering on instruments, for the NucleoLIS records contained
in the spreadsheet. This process is described in more detail in the Result Manager
chapter.

The behavior of both Integration Fill and Integration Action commands are highly
contingent on configuration settings. This configuration process is described in more
detail below.

First open the Template Definition Window for the template you want to integrate by
clicking the ellipsis in the Template Definition <TEMPLATE> field.
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7 Edit Template Definition-Extraction RPP[7]

Formulas

Sample ID

EMT7S54291
ERT754291
EM7S4231
ERM7S4291
ER754291
ER7S5507
ER7S5681
ERTS3522
EM7S4377
EM7S4401
ER754291
ER754291
ER754291
EMT7S54291
ERT754291
EM7S4231

260,280

184
184
1.84
1484
lae
152
119

+

Data
L}

Export

Lot
Humber

183421
183421
183421
183421
183421
185421
183421
183421
183421
183421
183421
183421
185421
183421
183421
183421

Spectrophotometer 1000 Quantitation

260,230

2.24
225
222
227
2.23
2.22
0.87

Review View

&
Inkegrated
Configuration

E F G H 1 1 K L
Run Status completed -

Hution Tube 1D
(Patient Name)

Test  Amount of Blood Sample

LABID Gender | dered  Received (ml)  Ouality

Expiration Month
2020-09
2020-09
2020-08
2020-09
2020-09
2020-09
2020-09
2020-09
2020-08
2020-09
2020-09
2020-09
2020-09
2020-09
2020-09
2020-08

il b

File | Home  Inssrt  Page Layout
= [ 3 T
== 4
Import  Sawe  Guick  Print  Print
Print Preview
F2z % v ok
4 A B
10
11
- Catalog
1z Position Humber
13 1 A51400
14 2 AS1400
15 3 A31400
16 4 A$1400
17 s A$1400
15 6 AS1400
13 7 AS1400
20 8 AS1400
21 ) A31400
22 10 As1400
23 11 A$1400
24 12 A$1400
25 13 AS1400
26 14 A51400
27 15 AS1400
b1 18 A31400
29
30
31
32
Concentration
33 LABID
ing/ul}
34 419
35 382
36 3775
37 482.2
38 354.9
39 308.1
40 4.8
41
W 4 b W | Exraction | Sheetl
Status: Fieady

Close

Figure 8-6 - Edit Template Definition Window for ‘Extraction RPP’ Template

The Edit Template Definition window contains the following tool bar buttons:

Toolbar Option
Import

Save

Quick Print
Print

Print Preview
Undo / Redo

Export

Integrated Configuration

Description

Select to import an existing worksheet template to add to library
Saves the worksheet template

Prints the current to your default printer

Opens window to select printer to print the worksheet template
Allows you to preview and print the current worksheet template
Reverts last step performed / performs last edit again

Opens a window to export the worksheet to a number of file
formats, including XLSX, CSV, and TXT

Opens the Integrated Configuration window for that template

From the Edit Template Definition window, Click the Integrated Configuration button
to load the Integrated Configuration window, shown in Figure 8-7.
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Integrated Configuration

4 Worksheet Integrated Tab Action
o

Start Row 13

= StatCoumn

End Cobm

- MakRows [16

= [B==)

Cod

F

J

[ H
b [PatientTabieName | [GPathCaseTableNumber |+ | PatientTable Sex | = [Profie.Desciiption [~ || able Gross | = |

I abie: Comment [ = |

Status: Ready

Figure 8-7 - Integrated Configuration Window

)

The window is comprised of 2 sections. The left side is our standard entry grid in which
the following properties can be applied:

Property Field
Worksheet Integrated Tab Action
Code*

Description
Retired

Data Linking
Tab ID*

Link Type*

Data Linking - Filters

Case Type Filter
Source Filter

Profile Filter

Step Filter

Action - Steps
Advance Step Next
Advance Step Custom
Action - Files

Save To File

Chapter 8

Description

Standard, but automatically populated with the name of the
parent template followed by a "-" and the tab name.

Automatically populated with same value as the code

True/False

Automatically populated with the name of the tab associated
in which the action settings are linked.

This field is the CRITICAL LINK Between the template and the
action definition.

Case, Specimen, or Profile; specifies the type of data on which
to operate; also controls which Action properties are allowed

(Filters applied when Integrated Fill and Integrated Action are
used in Worksheet Manager)

Filters records by case types

Filters records by specimen source

Filters records by specific profiles

Filters records by specific status steps

(Defines actions executed during Integrated Action operation)
True/False; True advances profile to next status step

Set to define a custom step

(Defines actions executed during Integrated Action operation)

True/False; True sends data to a file




Property Field Description

Save To File Path File path to save on Integrated Action; enter file path and file
name in this field. Afile name of [UNIQUE] will output a unique
file name.

Action - Orders (Defines actions executed during Integrated Action operation)

Send To Instrument True/False; True sends order to interfaced instrument

Super Panel Select Super Panel to order

Action - Charges (Defines actions executed during Integrated Action operation)

Charges Select charge codes to add

The right side of the window is used to map database fields to worksheet columns and
rows. There are five entry controls present on the right side:

Start Row: sets the row id in which to start mapping.

Start Column: sets the column id in which to start mapping

End Column: sets the column id in which to end mapping.

Max Rows: sets the max number of rows that a spreadsheet can take.

Field Grid: defines the NucleoLlIS fields to map to each worksheet column. For
example, in Figure 8-7 Column F is populated with the PatientTable.name value. Use
the drop-down arrows to select the appropriate fields.

PatientTable.objectIlD
PatientTable.code
VisitTable.objectID
VisitTable.code
GPathCaseTable.ObjectlD
GPathCaseTable.Number
GPathSpecimenTable.ObjectID
GPathSpecimenTable.Number
Profile.ObjectlD
Profile.Number

The "Link Type" field controls the field picklist options.

Patient, Visit, Case fields are always available

Specimen fields are available only when Link Type = Specimen or Profile
Profile fields are available only when Link Type = Profile

Profile fields include all types (FISH, PCR, etc)
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Edit Template Definition-Chef Library{3]

¥

3 Library Prep Date:

5 Chef Library Kit lot#:

Sequencing Date:

File Home Insert Page Layout Formulas Data Review View
H2 S g =
EH= g A\ Y
Import Save Quick Print Print Undo Redo Export
Print Preview
115 fix v K -
4 A B C D E F G H

1 Approved and current. Effective starting 9/9/2016. 50690.618 (version 1.0) MOL NGS Chef liorary prep worksheet BLANK Form
2 Blank copy 2506529, Last reviewed on 6/12/2018. Printed on 4/12/2019 11:27 AM (EDT). Page 1 of 1

Tech:

lon Torrent Run ID: SN

6 Chef Sample Set/Library Name:

7 Chef Sequencing Run Name

Chef Library Plate Color (circle one): Red

o

10 Primer Lot

Green Blue
9 Primer Type (Circle one): CHP 2X primers | CHP 5X primers (diluted)

11

Chip Type: Please select one
s 318 BC

14

= 316 BC:

lot # rec'd date
lot # rec'd date

Row of 96 well

Barcode #
plate

15 Sample ID

DNA Cone. (ng/uL)

Dilution to .67 ng/mL
Apl + _pl lowTE (Need at least
15ul)

16

17

18

19

21

23

24

25 Initials Date

Comments

M4 »

W | Tables [ + |

Status: Ready

Figure 8-8 - Sample Integrated Worksheet Template
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Edit Ternplate Definition-CD Charting[2]
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Status: Aeady

Figure 8-9 - Sample Integrated Worksheet Template

Table Field
Code*
Description
City

State
Retired

Description

US Zip code

City related to Zip code
State related to Zip code

True/False

Full description for the Zip code location
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Result Entry Definition

56

If enabled in your system, highly configurable result entry definitions that affect
ordering, resulting and reporting, may be defined for the following profiles:

* DNA Sequencing
* FISH

* |Immuno

* Karyotype

* PCR

Each of these profiles have the field Result Entry Definition. When you click <Data
Entry Definition> in the Result Entry Definition field, the ellipsis (...) appears, which
when clicked, opens the Edit Result Entry Definition window for that profile. An
example of this window for FISH Profiles is shown in Figure 8-4.

NOTE: Changes or modifications to any parameter in the Edit Result Entry Definition
window take affect for profiles that are ordered after the modification has been made.

Edit Result Entry Definition - Genoptix FISH [ =]

7591@\“"1”5' Define rows for profile results Define Ranges SetRanges

Test Code Result Interpretation MNumber of single probes Mumber of multiplex probes Total cells analyzed |

Genoplic FISH N O A - M P A 8 w

Set Constituent Columns | Define columns for result entry Define Ranges lSetCnnslitueanangesl
Set order and reportable defautts

Test Code Result Nor Ir Probe Type: Cut Off values Genoptix Category

[FISH], FisH

»

[Enriched Mutiple Wyeloma
NA4_LFISH (MWt LFISH)], Enriched Wultiple:
Myeloma (MW LFISH)

118

Valid Entry
Definitions

1g22.3_ATM

11923_NLL

1221

nuc ish
12_CEP12 normal, +12 12cen(D12Z3x2),12q15(MDMZ
nuc ish

12p13_ETVE

13q

13q_I-FISH

Save changes l [Sae | I | cance

Status: Ready

Figure 8-10 - Edit Result Entry Definition Window

Chapter 8

The top grid lists any information that has been defined for the profile itself, while the
bottom grid lists all the constituents that have been defined for the profile in the
respective profile’s Constituents field along with any result entry definitions for the
constituents.




The Set Columns link opens a window to define what fields are to be displayed in the
profile’s window of Result Manager. See sample Set Columns window in Figure 8-5.

[ Result Entry - Columns Display =
Column Result R1 R2 R3 R4 RS RG6 Range Range Comment
Label Result Interpretation Mumber of single | Number of multip | Total cells analyzt
Visible Fl
Read Only
Required

Instrument: -
Display Definition Cancel

Status: Ready

Figure 8-5 Set Columns for Profiles Window

Additional information to add to the profile result is defined in this window.

Adding a label in the Label field for R1-R6 (Row 1-Row 6) turns on that field and
allows you to define the following for each:

* Visible: sets the row visible or not
* Read Only: sets the row to be read only or can be edited
* Required: set the row to require a response for profile completion

* Range and Range Comments can be defined here, but they are usually defined on
the constituent level.

* Select an Instrument from the drop-down list if this profile is performed on an
interfaced instrument and click the Auto Order checkbox to automatically send the
order to the instrument when the profile is ordered.

* Display Definitions may also be used to alter the screen display of certain labels.
* Click OK to save changes or Cancel to exit without saving.

To remove a column on an existing profile, clear out the label for that column and the
column will no longer be visible. New orderables will reflect the change.

The Set Constituent Columns link opens a similar window to define the columns to be
displayed during result entry of the FISH profile, in this example, and is shown in the

constituent section of the window. The definitions in this window determine what users
will see when they result the constituents for the profile.

Figure 8-6 shows both the Set Constituent Columns window and the resulting
Constituent Result Entry window it defined, when entering results in Result Manager.
Although this profile has many constituents, when the profile was ordered, only the six
constituents in the second Figure were selected.

NOTE: The Set Constituent Columns window does not have any field to attach
instruments to the constituents. That is done on the profile level.
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Result Entry - Columns Display

Column Result R1 R2 R3 R4 RS RE Range Range Comment

Label |Resutt ] Interpretation Probe Type: CulOff values | Genoptix Categor

Visible e} | e} | O O O

Read Only el
feoue

Static: Danc

[FISH] - Genoptix FISH 2016-11-02

[= Bl

Definition Result™ Probe Type=™ Cut Off Values Genoptix Catagory Reportable

del(11q) ATM hd

1(14,16) IGHMAF

17g RARArearangements Multiplex

3g27 BCLG

8024 MYC-{IFISH) rearran

KO &K R

UroVysion

[7] (Set Reportable] | setsioned | [ sae ][ clmse | [ saveclose

Status: Ready

Figure 8-11 - Set Constituent Columns Window with resulting Constituent Result Window it defined
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Set Valid Entry Definitions

Once a profile’s constituent columns/fields have been defined in the Set Constituent
Columns window, valid entry definitions may be entered for each constituent column
defined for the constituent.

While viewing a profile’s constituent grid in the Edit Result Entry Definition window,
double-click the cell (column field) for the values you want to add or modify. Figure 8-7,
for example, shows the Genoptic FISH profile Edit Result Entry Definition window, double-
clicking the Result column for constituent Sq_EGR1 opens the Result Entry Definition
window for that field, where valid entries for the 5q_ EGR1 Result can be defined.

The Test Code field does not open a Result Entry Definition window.

Using placeholders in valid entry definitions

Chapter 8

When defining Valid Entry Definitions, canned valid results can include a placeholder
to be filled in by the user when entering actual results by using the underscore character
“_” within the valid entry. When that entry is selected during result entry, the user

replaces the “_” with valid data.

This allows valid entries to be defined, but gives the user a chance to append to the
result. e.g. A valid entry may be Test Not Performed:_and the “ " is replaced with the
reason. The “_ keeps the test pending and prevents profile completion until it is
replaced, if the test is defined as “Required” and “Reportable”.

If entry definitions contain multiple underscores, pressing <F1> while entering the
result moves the cursor to the next underscore placeholder.

NOTE: When using the placeholder “_”, the test should not be set as a Restrictive test
(see below), as that option prevents the user from entering free text.



Dynamic Lookup

The Dynamic Lookup feature added to NucleoLIS E.finity allows result entries specified
in the Result Entry Definition window to directly access definitions in known libraries.
Instead of adding individual results in the Result Entry Definition window, you can
specify a Dynamic Lookup into a table.

For example, entering the following text as a result option will use the Organism
Definition Table to create the result pick list when results are entered. This example
displays the Organism Definition Description in the pick list, eliminates the retired
organisms, and arranges them in ascending order (ASC).

LOOKUP: :Description|GPathOrganismDefinitionTable|Retired =
'false'|Description ASC

Dynamic Lookup may be used for Result and R* definitions. When used, the following
DED features are not available, though Range Rules may be created to make use of the
Dynamic Lookup values. In the example above, a Range Rule may be created to apply
to a specific organism description.

* Use of Codes

¢ Use of Defaults

¢ Use of Abnormal

¢ Use of UseWhen

* Use of ReportableAs

it Result Ent: inition - Genoptix
77 Edit Result Entry Definition - Genoptix FISH =
Set Columns  Set Functions Set Ranges
Test Code Resutt Interpratation Number of single probes Number of muttiplex probes Total cells analyzed
» Genoplix_FISH 01,234,586 0,1,2,3,4586 200, 300, 400, 500, 600
Set Constituent Columns ~ Set Constituent Functions Set Constituent Ranges
i Additional Seftings
Test Code Resutt Nomenclature Intemretation Probe Typs: Cut OFf Valuss Genoptix Category -
-
| 414_LFISH Result Enlry[ Entry Definition [Sq_EGRl—Resullﬂ
Enter optians:
4q12_PDGFRa Set Code:
L |
njc ish
normal, Sg-, 5p-/5g-, Tris, cancel, [ WESEWINNS
» 5q_EGR1 e i (t
L PPN
1 1
Sq_EGRI_MFISH \'\
L
5933_PDGFRb
L nuc ish
I S :mmm‘ Tar, FaNHL, 7, cancel, | Jooome rod Option Defautt Abriomal Use When Code Reportable As
[l ailure nucish nomal False False Aways NOME
Sommemmens Bq- False True Always NONE
a4 5p-/5- False True Always NONE
Tr5 False True Always NONE
cancel False False Always NONE
a1 faire False False Always NONE
-
Use when applying
—— rules to result that
- has units defined
Double-clicking this ) ()
Result cell OpenS this Restrictive [7] Calculation Units Numeric Only =]
Entry Definition window —
Status: Ready

Figure 8-12 - Result Entry Definition Window for constituent [5q_EGR1 Result]
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In any Result Entry Definition Window, valid entries are entered by typing in the text in
the Options box at the top and clicking the Add button. Each entered definition is added
to the defined list below with the Default and Abnormal set False, Use When as Always.

Each result option added in the Result Entry Definition window must be unique and not
blank or an error is displayed.

Once added, you can change the parameters for each definition by right-clicking on the
row and selecting one of the following from the context-sensitive menu:

Set As Default: Makes this entry the default entry for the field. There can only be
one default.

Edit: Opens a window where you can edit the definition and then save it.

Set Code: If SiteWide Reserved preference DEDConfiguration-UseCodes=True,
codes may be defined for result entry definitions. Result Entry Definition window for
result displays Set Code field and context sensitive menu on result will have option
to Set Code. Either can be used to define a code for result entry of that result.

Result Code can be entered directly in Result field in CREW or Result Manager by entering
Codet#.

Clicking ellipsis in Result Manager result field or pressing Alt in CREW opens Selection
window, which lists all defined valid entries for that Result/R1, etc. value.

Once in Selection window, if cursor is positioned to text entry box, entering Code# fills in that
code's description or you may double-click any result code needed. If canned result contains
any fill-in placeholder characters (default is _), they may then be filled in before saving
complete result.

Result Entry parameters continued...

Remove: Deletes the selected definition.

Toggle Abnormal: Sets the Abnormal flag to True or False, depending on current
state. The Abnormal flag is stored in the database and can be used for querying.

Set Use When: Opens a separate window where complex rules may be created. See
Figure 8-9. In this example, we are creating a rule for R1 to allow selection of
“Repeated without error” for test “IgG Comment” / R1 when the result is “Positive”.

EﬂlEd’it Use When-Repeated without errcr{lgG-Comment] I &J
ltem Description E] m I;| Ii| < and ar
Result ] ] ] [l new line
v IO
R2 Expression
R3 "@Result@" = Positive’
R4
R5
R6
4 m 3
A Expression Help Check Syntax
I oK | [ cancel | I
|| Status: Ready L

Figure 8-13 - Set Use Wher; Window for R1
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* Set Reportable True: Sets the reportable flag for result to True. (see below)
* Set Reportable False: Sets the reportable flag for result to False.
* Clear Reportable Action: Clears the reportable flag for result setting it to NONE.

The Dynamic Lookup feature added to NucleoLIS E.finity allows result entries specified
in the Result Entry Definition window to directly access definitions in known libraries.
Instead of adding individual results in the Result Entry Definition window, you can
specify a Dynamic Lookup into a table.

For example, entering the following text as a result option will use the Organism
Definition Table to create the result pick list when results are entered. This example
displays the Organism Definition Description in the pick list, eliminates the retired
organisms, and arranges them in ascending order (ASC).

LOOKUP: :Description|GPathOrganismDefinitionTable|Retired =
'false'|Description ASC

Dynamic Lookup may be used for Result and R* definitions. When used, the following
DED features are not available, though Range Rules may be created to make use of the
Dynamic Lookup values. In the example above, a Range Rule may be created to apply
to a specific organism description.

* Use of Codes

¢ Use of Defaults

¢ Use of Abnormal

¢ Use of UseWhen

* Use of ReportableAs

Below the list of definitions in the Result Entry Definition Window, the following
buttons or fields can be used to:

* Up/Down Arrows: Moves the highlighted definition up or down in the list for organizational
purposes.

* Restrictive: Prohibits free text from being entered in that field during result entry.

® Calculation: Enables a value to be calculated from other values in profile. Entry fields in the
calculation need to be surrounded by "[ ]". e.g. If this is an R1 field, entering a calculation of
[Result]*3 will take the Result value, multiply it by 3 and insert that value into R1.

* Units: Units in this field will automatically be appended to the result during result entry.

* Numeric Only: Check this field to suppress the units when the result entered is non numeric.
This is useful for results that are usually numeric, but text, such as “Undetected” may be
entered at times.

NOTE: When entering Valid Entry Definitions for profile constituents, any set of
definitions can be easily copied and pasted into another constituent right on the Edit
Result Entry Grid. Select the entry cell you want to copy, right-click and select Copy.
Then select the grid cell where you want to paste the definition, right-click and select
Paste.

Library
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Figure 8-14 - (DED) Result Entry Definition window showing “Reportable As” column

Chapter 8

Define Reportable Flag Based on Result Values

If SiteWide Reserved preference DED Configuration-UseConditionalReportable=True,
the result reportable flag may be conditionally set based on the actual result selected. In
the DataEntryDefinition (DED) Result Entry Definition window, a Reportable As
column is displayed that can be set to one of the following:

* True: when selected always sets the reportable flag to true during result entry
* False: when selected always sets the reportable flag to false during result entry
* NONE: the result entry option has no effect on the reportable flag (current behavior)

To change the Reportable As setting for the result, right-click in the Reportable As
column for that result. Using this feature, you can automatically set one result as
reportable, while leaving others to be manually marked reportable. See example Entry
Definition window in Figure 8-10 below.

,

Enter options:

Set Code:

Option Defautt Abnomal Use When Code Reportable As
Negative False False Always NONE
Posttive False False Always True
Boederline False False Always False

Right-click to modify

Restrictive [] Calculation Units
o
Status: Ready
L I e e W '__.j

Set (Constituent) Ranges/Range Rules

The Set Ranges link opens a window to define additional range rules to be applied when
the profile is resulted.

The Set Constituent Ranges link opens a similar window to define the range rules to be
applied when the constituents are resulted. See Figure 8-11 below which displays the list
of rules that have already been created for this profile.



e -
Build Range Rule -NON-GYN Urine Cytolagy [
4 gange Rule Definttion T Intemal Description  Abnomal  Expression Textto display  Reflex Only

escriplon volype Hotle “@Karyolype.R4@ - The Feulgen stain has beenper. | [T (RIS W)
Feulgen Side False ‘@Karyotype. R4E = The Feulgen stain has besn per . 2 False
Status: Ready

Figure 8-15 - Set Constituent Ranges

e Up and Down arrows are used to sort the range rules. Rules are processed in order
and the ones at the top take priority.

* Click the Add button to add a new range rule, which opens the Range Rule Item
Definition window.

* Click Remove to delete the selected range rule.
* C(lick OK to save changes and close the window.

When editing or adding a new range rule, the Range Rule Item Definition window opens,
shown in Figure 8-12. Here rules can be modified or created new.

MEWY E55
4 Hange Rule Item D efinibon
E5E Normal Comment [
Exprezzion "@G PathlmmunoR esultT able. Rezult@' < 1"
Test to display Acceptable Result
Colurmn to digplay text R1
Internal comment about bext
Abnormal False
Reflex to Super Panel
Fieflex Only False

Rule enters "Acceptable Result" into
R1 when the Result is less than 1.

Save ] [ Cancel

Status: Feady

Figure 8-16 - Range Rule Item Definition Window

Library
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Field Label Description
Description User-defined descriptive text

Expression Click ellipsis to open the Edit Expression window, where the
rule is created.

You may access a consolidated pick list of all entry fields from
the current profile by entering "#"in the Expression field. It will
then be added to the Expression you build in the Edit
Expression window.

If currently working with constituent ranges, the list will be a
consolidation of all pick lists defined for constituents.

If working at the profile level, this pick list will be restricted to
those items defined at the profile level.

Text to display The value you want to be displayed, if the above expression is met

Column to display text Click ellipsis to select one of the profile’s field columns, which will
display the Match Value to be displayed: R1-R6, Range, or Result.

Match Value Note (Internal Internal comment about the added text value

comment about text)

Abnormal True/False; True flags the result as abnormal, if rule is met

Reflex to Super Panel To initiate a Super Panel order when the rule is met, click the

ellipsis and select the Super Panel code from the list.

Reflex Only True/False; True evaluates the expression and performs the
reflex order when rule is met, but does not display additional
text. False performs both displays and reflex order, if present.

To create the Expression for the Range Rule to use, click the ellipsis on the Expression
field. The window shown in Figure 8-13 opens where the expression can be built by
selecting fields and applying operators to those fields.

For example, if you wanted the rule to be activated by a result value greater than 2, you
might select the field '@GPathImmunoResultTable.Result@', then add > 2 to the
expression.

Editing a new range rule in the Edit Expression window

Double -click to select the result item on which you want to apply the rule. It moves
to the Expression building box.

Click the combination of operators you want to apply, clicking New Line if needed.
The built Expression is displayed in the Expression box.

When done, click the Check Syntax to make sure there are no errors.

Click OK when done, or Cancel to exit without saving.



|9 Edit Expression

Item Description - E]

FISH Result.Descript.
FISH ResultInstrum
FISH ResultR1 1. Select Data item to use
FISH ResultR2

FISH ResultR3

FISH ResultR4

FISH ResultRS

FISH ResultR6

FISH Result.Range
FISH ResultRangeC
FISH ResultReporta...
FISH ResultResult
FISH Result. SuperQ

Expression

3. Expression buil

m

FISH Result Abnorm
FISH Result Definition B [1

newhne

2. Choose operatars

ds here

4. Double check quen

Express|n Hel Check Syntax
5. Click OK to save I oK ” Cancel l

Status: Ready

Figure 8-17 - Edit Expression Window

NOTE: When creating the expression, you must

use single quotes around the item

definition and also value for alpha matches, but not numeric. e.g. @FISH
Result.Result@' = 'normal’ versus @FISH Result.Result@ = 100.

With results that have units appended to them in the Entry Definition window, use the
StripAlpha check box before creating the rule. The *STRIPALPHA" tag tells
NucleoLIS to remove all alpha characters from the value before rule evaluation, leaving

just the numeric value to evaluate.

For these tests, check the Strip Alpha box, then
8-14.

create the rule. See example in Figure

[ Edit Expression

»

Item Description

GPathCaseT able.AmendedComment B
GPathCazeT able. CanceledBy

GPathCaseT able. CanceledDate
GPathCaseT able. CanceledFor

GPathCaseT able. CaseStatus

GPathCazeT able. CazeType

GPathCaseT able. Clinicallnformation
GPathCaseT able. Communizations
GPathCaseT able. CorectedComment
GPathCazeT able. CarrectionfequestD ate
GPathCaseT able. ComectionR equestR eason
GPathCazeT able. CorrectionR equest Time
GPathCaseT able.D ataCollect

lPathCaseT able DoryumenHl

] M

| Strip Alpha Characters I

=

DEEEE
BEE@

Exprezsion
@"STRIPALPHA GPathimmuncR esult T able. Result@ » 2

Range Rule Expression
created after checking Strip
Alpha Characters to clear
units before rule evaluation

Expression Help Check Syntax

Status: Ready

Figure 8-18 - Range Rule Expression with StripAlpha tag.

Use of Wildcards Option

As of NucleoLIS E.finity, wildcards (%) may be used in creating expression with = that
are evaluating text. This is an optional feature and must be enabled by preference.

Search text could then be entered in the rule as

%ACK to locate any entries ending in

ACK. ACK% and %ACK% matches entries beginning or including ACK, respectively.
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The Additional Settings link on the Edit Result Entry Definition window opens the
Additional Settings window, shown in Figure 8-15, where ordering and reporting

parameters are controlled.

|11 Constituents - Additianal Settings

S

Code
»

11A14_1FISH
11418
11q22.3_ATH
11923 MLL
12421
12_CEP12
12p13 ETVE
13g
13q_I-FISH
14416
141E_IFISH
14418
149112
14q32_IGH
18417
17p_TPS3
17p_TPS3_IFISH
17q_RARA
18921_MALT1
1plg

On Demand

v

e R AR R R A e e e R R e A e e e

On Demand - Default  Default Reportable -

m

e e R e e e R e S T N e R e e e e

Status: Ready

Toogle On Demand  Toggle Default Reportabls

| Prornpt On Oider QK Cancel

Figure 8-19 - Constituents - Additional Settings

Column Header
Code

On Demand

On Demand - Default

Default Reportable

Chapter 8

Description
Constituent code within the selected profile

Sets the constituent to be available for user to pick and choose
when profile is ordered.

Note: In NucleoLIS E finity, when only one constituent is set as
On Demand, the constituent ordering window also displays a
Quantity field, where the user can specify the multiple orders of
that constituent.

Sets the constituent to be automatically ordered (checked)
when profile is ordered

Sets the constituent to be automatically reportable when complete



Link or Button Description

Toggle On Demand Checks all constituents as On Demand or removes checks,
depending on current state

Toggle Default Reportable Checks all constituents as reportable or not, depending on
current state

Prompt On Order check box Defaultis checked; Uncheck to disable On Demand constituent
prompt when profile is ordered.

OK Saves and closes Additional Settings window

Cancel Closes Additional settings window without saving changes

Manage Reagent Stock Window

Clicking the ellipsis in the Manage Stock field of the Reagent Definition library opens
the Manage Reagent Stock window, shown in Figure 8-16, where the multiple lots of a
reagent type are managed. In this window lots can be added, deleted, and marked as In
Use.

Initially, the window opens for a fresh, new entry. Fill in the fields on the left and click
Add to add a lot. To review previously entered reagent lots, use the filter fields at the
top to generate a list of available lots. Double-click the lot on the right you wish to view
or modify and the fields on the left are filled in. Click New to clear fields allowing for a
New entry. Click OK to close the window.

Received Time
Receiver

In Use
Comments

Buffering Sub... 123-456 20190225 True

erOne

Manufacturer AguaPhoenix Scientfic Inc.
Manufacturer Contact Thomas Alexander
Manufacturer City Hanover

Manufacturer State PA
Manufacturer Zip 17331

Distributor Main Street Distributor
Diistributor Contact Joanne Lincoln
Distributor City New Yoric

Distributor State NY

Diistributor Zip 10006

[ New ] [ 5awe | [ Audit

Status: Ready

i -
Manage Reagent Stock I -
Setbse T G- et odedne [ &
End Date 2/25/2019 [F~ In Use Only
Reagent Description h‘:}mb& }S:ic:ved In Use Added By

Figure 8-20 - Manage Reagent Stock Window
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When adding or modifying an existing lot, set the /n Use flag to True for the lot that is
currently being used. A reagent should have at least one lot defined as "In Use" and
typically only one. Whether there is one /n Use lot defined, or none, or more than one,
the Stock Status field reflects the status as described in the Reagent Definition library
section. When a lot has expired, or is no longer available, another lot is set to "In Use".

Once Reagents are defined, they can then be assigned to profile definitions. The
standard core orderables (PCR, FISH, Immuno, DNA Seq, and Karyotype) may have
reagents defined. Other orderables type, (Cultures, Culture Forms, Antibiotics,
Biochemicals) may not.

Reagents are added to a profile in the standard way via the "Defined Reagents" field
which is present for all of the applicable profile libraries.

The "In Use" lot of the defined reagents for a given profile definition are automatically
assigned to profiles as they are ordered, if the specimen is Inlab. For orders that are
placed prior to the Inlab of a specimen, the reagent processing occurs on Inlab.

Reagent processing during orders

If the Profile reagent(s) are found to have only one lot In Use, that Lot will be
assigned to the profile, automatically associating a lot of reagent with the NucleoLIS
order.

If there is zero or more than one lot defined as In Use, a record will still be created as
a place holder and flagged that the Reagent\Lot information is incomplete.

In the scenario where lot information is incomplete, a profile level field
PendingReagent will be set to true. (This can be used for alert rules)

When the outstanding information is completed, the pending reagent flag is cleared.

In the Result or Accession Manager windows, on the Profile Order record a new field is
present when the associated profile has reagents defined. "Reagent Tracking Items".

In this field you will see reagents automatically assigned, as well as access assigned
reagents to add, edit or delete reagent information. If a reagent status is incomplete, you
will see a message following the number of reagents assigned.

Example: <2 present - ATTENTION REQUIRED>

Click the ellipsis to open the Edit Reagent Tracking Items window, shown in Figure 8-17.

e The left side of the window displays the assigned reagents. Highlight to select.

* To update reagent information, select reagent on the left, and then double click the
desired record in the reagent inventory in the grid on the right.

* To add a reagent, check the check box labeled "Add Selected", and then double click
the desired record in the grid on the right.

* To delete a reagent, right click and select delete.



* Once the pending reagent flag is set on a given profile, it needs to be cleared manually

once the proper attention is given by clicking the "Clear Pending Link \ Set Pending

Link". This link toggles depending on the current state.

NOTE: Incomplete reagent information does NOT prevent a profile from being

completed, at this time.

-
Edit Reagent Tracking Items

N i)

Selected Reagents

Buffering Substrate-123-456
Amph reagent-321-321

Start Date  11/29/2018 [~  Resaent BufferOne =]
EndDate  2/27/2019 [~

Reagent Description II;I‘:}mber Date In Use

BufferOne Buffering Su... | 123-456 201902-25 | True

SET ATTENTION REQUIRED FLAG

Add Selected

Status: Ready

Figure 8-21 - Edit Reagent Tracking Items Window
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Menu Option
File

Operations

Window
Search

All

Transfer

Chapter 8

Description

Show User - shows current user

User - Set Font/Reset Font

Version - Displays NucleoLIS current version
Exit - exits NucleoLIS

Accession - opens the Accession window

Result Manager - opens the Result Manager

Run Tracking - opens the Run Tracking window

Storage Find - allows you to find the location of a specimen
Batch Steps - opens the Batch Steps window

Batch Label - opens the Batch Label window

Library - opens the Library window

Label Designer - opens the Label Designer

Result Report Designer - opens the Result Report Designer
Distribution Designer - opens the Distribution Designer, for
fax cover sheets

Analyzation Map Designer - opens the Analyzation Map
Designer window

Human Resources - opens the Human Resources window
Storage Manager - opens the Storage Manager window
Configuration - opens the Configuration window

Run Management Reports - opens the Management Report
window

Delivery Monitor - opens the report delivery monitoring
window

e.Dashboard - if purchased, opens the e.Dashboard window —
see separate documentation

e.Monitor - if purchased, opens the e.Monitor window — see
separate documentation

Shows currently opened windows to select
Run (CtrI+R) - searches using current criteria

New (Ctrl+N) - new record for current table

Save (Ctrl+S) - save current record

Save+ (Ctrl+Shift+A) - save current record and open
new window

Audit (Ctrl+T) - shows audit table of current record

Export Library Item - Used to export library entities
Import Library item - Used to import library entities



Chapter 9
Label Designer

The Label Designer is used to create templates for labels used in NucleoLIS. A label
template must be created and saved in the Label Designer window before labels can be
generated in NucleoLIS. The Label Designer is accessed either through the Label
Designer icon shown at left or from the Operations Menu.

The NucleoLIS application is installed with a basic label which can be configured to
meet the needs of the laboratory.
The Label Designer Window

The Label Designer window (see below) consists of label/field specifications on the left,
a label detail (workspace) on the right and several operation buttons at the bottom.

-
mm] Label Designer-patient-case®

File
Labels [Pﬁlﬂiﬂﬂ“ v] [ \ 1 | 2 \ 3 | 4 5
Label Options Header

PageHeader

Table Column e Detail
Patient DOB 4 )
Patiert Patient Code . IFatient-Namel a
Patiert Name “Case-Case Number =
Patiert Fhone
Patiert Fax f

[Adil.jin—d][Pn’ntTe;L][ Mdzn][ Copy ]

New | [ Sswe | [ Ssess | [ Delete | [ Close

Status: Ready
L

Figure 9-1 - Label Designer Window with field selected

Label Designer
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When the Label Designer is opened, the label specifications are displayed. Once a field
on the label workspace is selected, the specifications change to field specifications.

Label specification
Labels

Label Options

Name

Label Type

Default Printer
Barcode DPI y
Barcode DPI x

Paper Size

Custom Height
Custom Width

Description
Drop-down menu to select a saved label filename

Scrolling list of possible data fields that may be added to the label,
organized by type of data; double-click to add one to the label detail
section.

Special ‘child’ label fields may be added to Case and Specimen labels

Case label field selection list:

LIST - Specimen - lists all specimens on the case

LIST - Specimen\Profiles - lists all specimens on the case, plus
following each specimen is a list of all profiles on that specimen.
LIST - Profiles - lists all profiles and cultures associated with the case

Specimen label field selection list:
LIST - Profiles - lists all profiles and cultures associated with the
specimen

The format of the data fields is controlled by SWR preference
"LabelExtensions".

The default format for each type is that which is defined for display in
the tree.

Besides the standard fields available, a special field,
CaseNumberNumeric, has been added to allow you to print the case
number without the accession letter and year on the label. For
example, ‘123456, instead of ‘M2019-123456’.

Filename of displayed label

Used to select a label type; see list of choices below; if only one format
per label type is set, that is the default. If more than one label type
formats are built the subsequent label will need to be applied to the
sources that are applicable.

Selected default test printer from those available on PC
Used to resize the bar code
Used to resize the bar code

If necessary, alternate paper size can be selected from drop-down list.
Default is letter. Select Custom to enter height and width in following
fields.

Enter height in inches; used with Custom paper size

Enter width in inches; used with Custom paper size



Field specification
Border

Border
BorderColor
BorderWidth
Picture

Picture

PictureAlign

PictureScale

Position

Anchor

Left

Top
Size

CanGrow

CanShrink
Height
Width
TextDisplay
BackColor
BarCode

Font

ForeColor

MarginLeft

MarginRight

Description

Sets a border for the field; select style from drop-down list
Sets a color for the border; select from drop-down list

Sets the thickness of the border

Currently not used

Sets the position of the 2D bar code image within the field; select
from drop-down list; center-middle will ensure that the bar code
is centered and less likely to be truncated

Sets the scaling of the image; select from drop-down list; Scale
will maintain image appearance and should be used for 2D bar
codes.

Sets the position of the data within the field; select from drop-
down list; useful to keep Anchor consistent for all fields

Field position from left edge of report; measurement is in twips.
(Twips are screen-independent units to ensure that the
proportion of screen elements are the same on all display
systems. A twip is defined as being 1/1440 of an inch.)

Field position from top edge of report; measurement is in twips

True/False; allows data to expand as needed, if data exceeds
field width

True/False; allows field size to shrink as needed
Field height; measurement is in twips

Field width; measurement is in twips

Allows you to set the background color for the section

Select from a list of supported bar code formats to be used to
format a numeric field (Code39, Code93, or Code128)

Opens standard font selection box to select font, style and size

Sets the foreground color or text of the field; select from drop-
down list

The distance the contents will print from left edge of field;
measured in twips

The distance the contents will print from right edge of field;
measured in twips

Label Designer
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Field specification

RTF

Text
Text Alignment

Text Direction

WordWrap

Description

When using Rich Text Format sequences in Library elements,
True will print the RTF format appropriately for field

The actual text that will print for Literal fields such as labels
Positions the text within the text box; good for aligning fields

Sets the rotation of the text; either horizontal (normal, vertical
from bottom to top (up), or vertical from top to bottom (down)

True/False; True allows the data in the field to continue on
multiple lines within the field, if needed.

The label detail section is the workspace where the layout of the label is established.
Fields are be added to the workspace by double-clicking them from the label options.
All selected fields are placed in the upper left corner of the label grid. Fields added can
be resized and repositioned as needed.

To resize a field, click and drag the handles (black squares) on the edges of the field. To
reposition a field, click in the center of a field and drag it to a new position. Once a field
is selected, use the field specifications described below to format it.

To resize the actual size of the label, click and drag the edges of the label grid and resize.

Button
Add Literal
Print Test
Add 2D

Copy
New
Save

Save As

Delete

Close

Description
Adds a generic text box to label that can be changed to any text
Prints a test label of the displayed type to the default printer

Allows for the creation of a 2D bar code. The user is prompted for data
fields to include in the 2D bar code. Double-clicking an existing 2D
barcode reveals the field specified within it.

Highlighted field can be copied and placed elsewhere
Clears all fields to create a new label
Saves the current label detail as using the label specifications on the left

Prompts for a filename to save the displayed label with a new name; if
the label type already exists, you are prompted whether you want to
overwrite it as the default label for that type

Deletes the currently displayed label

Closes the label designer



Click the New button. A blank workspace is displayed on the right.
Select the default test printer from the Default Printer drop-down list.

Double-click the data fields (on left) to be added to the label. Note: All fields will be
placed in the upper left corner of the workspace. If you add multiple fields at once,
they will overlay each other and will need to be repositioned.

Change the font and make any appropriate fields bar coded as needed.

Click either the Save or Save As button at the bottom of the page. A box opens to
specify the label name.

Enter the label name and click OK.
If the name entered has already been used, a message is displayed:

Label name already exists. [The user will be forced to enter a
different file name in order to save the label]

All labels must be thoroughly tested after being created.

NOTE: Keep in mind that some printers have a print area that limit how close to the edge
of the label you can print to and data too close to the edge will be cut off.

* Analyzer Map Batch
* (Case

e Culture

* DNA Seq

* DNA Seq Result

e FISH

* FISH Result

* Immuno

e Immuno Result

* [solate FISH

* I[solate FISH Result
* [solate Immuno

* [solate Immuno Result
e [solate PCR

* [solate PCR Result
* Karyotype

» Karyotype Result

e PCR

* PCR Result

* Plate

* Specimen

Label Designer
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Result Report Designer

NucleoLIS has the ability to design user-defined Result Reports which are used to
deliver results to clients who utilize your lab. There is a great amount of flexibility built
into the Result Report Designer allowing complex reports to be created. You may need

assistance from Psyche to get your reports just right.

Result Report Designer Window

You access Report Designer Window by clicking the Design Result Reports icon from

the operations tool bar or menu.

NucleolI5 - [Report Designer-Master Report]

[] File Operations Window System Management File Commands Commands Audit Other

REGEENEOQEXLEO

Master Report

Profile Type
Profile Code

Profile Type
Profile Code

4 Background Image
Image
Image Align
|mage Scale
|mage Show

4 Paper Size
Custom Height
Custom Width

4 Dynamic Master Report

4 Profile Based Report

frone)
Stretch
Stretch
AllPages

L]
1]

([ Add Field | [ Addlmags | [ Copy

| CFintTon ] P | (65 ] Paacion )

Select Format [Mm Report ,] 3 4 H
Header
Dats Fields Desorpions~ * |—
ra—— abnomalfiagon | * PSYCHE Peiehe Sisems Corporation
CaseAmendedComment the last amendsc || 25 Birch Street, Miford, MA 01757
CaseCanceledBy user code that ci Medical Laboratory Software 508-473-1500
CaseCanceledDate date the case w2 .
CaseCaseType astemintemale ||, Patient Report
CassCase TypsCods cade of the case Patient Name: PatientName Case Number: CaseNumber SubmitterLocationLocation
CaseCaseTypeDescrption descrplion of || Inaee of Birth: IIF(PatientDOB Submitter:  SubmitterName
CaseCharge String dist _
o e m
Y Deal
4 Report Definition
Master Report Roocfiocter
Description I [Page " & [Page] &~ of " & [Pages] Caselumber
Orientation Portrait Goote
Paper Size Letter CaseReportStatus
Page Header NotWithReport Hdr
Page Foater AllPages CaseSigner
Retired False CaseSignerDate
4 Margins
Margin Bottom 0.5 CaseSignerLocationName
Margin Left 0.5 CaseSignerLocationDescriplion
Margin Right 05
Margin Top 05

Figure 10-1 - Report Designer Window

Available Fields are displayed on the left hand side of the designer and can be double
clicked to add to the report. Each field can be set with certain parameters (ie. height,
width, font type, etc).

Result Report Designer



There are different report sections that can be added to the report along with signatures
for users, logos and defining information about the laboratory.

NOTE: Location and size of elements on the report is set in a unit of measeure called
twips. Twips are screen-independent units to ensure that the proportion of screen
elements are the same on all display systems. A twip is defined as being 1/1440 of an
inch.

How to Create a Report

Figure 10-2 - Standard Reports

Chapter 10

NucleoLIS offers different ways to create a Result Report:

Standard Reports, with use of sub-reports

Dynamic Reports - compilation of all profiles regardless of the profile types and
variations possible

Standard Reports and Sub-reports

* Link to a case type

* ProfileReports is set to False (typically false, this can be set to true to get a combination of
Standard Reports with Profile Based)

* Assumes that all possible profiles for inclusion are referenced in a sub-report
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Text of the sub-report should reference the name of the profile definition.

Figure 10-3 - Sub report Setup

Dynamic Reporting

* Link to a case type

* ProfileReports = false (typically false, this can be set to true to get a combination of Dynamic

with Profile Based.)

* Assumes that all possible profiles for inclusion are referenced in its own report format.
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Figure 10-4 - Dynamic Report set up

[Cefine report formats to be included in the dynamic report.
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Dynamically Inserted Reports
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Figure 10-5 - Report format to insert into the dynamic report

Special Sizing Parameters

With a data field selected, the size of the field that will contain the data can be
configured in Height and Width (in twips) and also two special sizing controls -
CanGrow and CanShrink. In order to use CanShrink on a Data Field, the Report Section
must also be set to CanShrink.

In NucleoLIS 2.1.8, the field Report Page Breaks has been added, which automatically
inserts a page break between all profiles on dynamically inserted reports.
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Figure 10-6 - Special Sizing Parameters
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Character Translation: for characters that cannot be typed into NucleoLIS libraries or
results, but are required on the report, such as 2 or <, translations may be set up in the
Original Reports SiteWide Reserved preference by Psyche.

Addendum and Other Final Reports Options: The ability to define any number of
additional final report options, in which they each can include their own report message,
is an option within NucleoLIS E.finity.

This functionality must be enabled and configured by Psyche in the Site Wide Reserved
preference - AmendedReports. Examples of optional reports may include:

* Addendum - ADDENDUM REPORT

* Additional - ADDITIONAL FINAL REPORT

® Research Only - FOR RESEARCH ONLY

When defined as such, three additional menu items become present in the result
manager:

* Save Addendum - saves report with the report title modifier of ADDENDUM REPORT

* Save Additional - saves report with the report title modifier of ADDITIONAL FINAL REPORT
® Save Research Only - saves report with the report title modifier of FOR RESEARCH ONLY
The CaseReportTitleModifier field on the case report format is used to display the value
on a report and a new field has been added to the GPathResultReportTable named
ReportTitleModifier, which also stores that value. This field may be useful on
Management Reports.

Sort Clause Field (Data-PreApply Processing section): This field allows setting a
report level sorting of data prior to report generation.

* Any field available in the designer can be used as part of the Sort Clause. e.g.
ConstituentReportCategorySequence ASC

* The Sort Clause field is not available on dynamically inserted sub reports, but the sort
operation defined on the master will propagate to dynamically inserted sub reports.

e The Sort Clause field overrides Use Data Sort set on profiles, but Group sort takes
priority over Sort Clause.

If enabled in your NucleoLIS system, historical results may be added to any report
format by adding a specialized Historical Results subreport to the report format. Each
NucleoLIS report may have one or more history sub reports. A History report may be
included on a master report OR a subreport (manually, or dynamic subreport).

To add historical results, from the Other menu, select Historical Results Section and
place the subreport outside of the detail section, typically at the top of the footer.

After selecting Historical Results Section, a new report format window similar to the
main one, opens for you to set parameters for the historical results subreport. The Data
Fields available for a historical section is a subset of those available for a full report, but
the fields are added and formatted in the same manner. Field names added to the history
report should match those in the standard report.

Result Report Designer



Once a historical subreport has been saved, you see the gray bar showing it’s placement
and also a report level parameter, Report History is added. See below.
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Figure 10-7 - Example of Historical Section added

Each history sub report is built the same way as standard reports, except that History
Filtering Parameters need to be defined.

To define History Filtering Parameters

Click <History Configuration>, then click the ellipsis that appears, and the Edit Report
History Window shown below opens.

Chapter 10



SUB:XHISTHistorical Results - RPP

Query Procedure [apSpDiscrete]

Result Filters SpecimenCollectionDate > @-2000@ AND (]
Profile Definition = 'RPP

Sort Instructions CaseMumber DESC D

Result Entry Definition [ﬂdi\re h

Current Profiles Only

Exclude Cument Case

! Status: Ready |
B A

Figure 10-8 - Edit Report History Window

The box on the left lists all the Historical Sections that have been added. Highlight the
one you want to configure and enter data in the following fields.

Query Procedure: This procedure name is created automatically and can only be
modified by Psyche.

Result Filters: Click the ellipsis button to open a dialog box that allows you to create
a filter for the historical section. Your filter can include selected profiles, abnormals
only, or any data element available for filtering.

You may also want to add a date limit, so that you don’t include historical results
from an excessive amount of years back. Relative date filters may be used. For
example, the above expression is limiting the historical cases by Specimen Collection
Dates within the last 2000 days. You may need assistance from your application
specialist to create your filters.

Sort Instructions: Click the ellipsis button to the right of the field and a dialog box
opens allowing you to select a field by which to sort. Select the field and in the drop
-down box, select ASC for ‘ascending order’ or DESC for ‘descending order’. In the
example above, this historical section is sorting by CaseNumber in descending order.

Result Entry Definition: The drop-down list allows you to select the Active or
currently defined Result Entry Definition for the profile in the section to be used on
the report or A// definitions, if the profile’s Result Entry Definition has changed.

NOTE: Psyche Systems does not recommend altering your profile result entry
definitions significantly after you go live. Unless the change is something minimal, such
as a minor textual change, a new profile should be created.

Current Profiles Only: Check to only include profiles selected in the report format
in the historical section. Uncheck and all profiles results will be included.

Exclude Current Case: Check to exclude the current case from the historical
section.

NOTE: A4 History report cannot contain another history report and will ONLY contain
completed and reportable profiles\constituents.
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If enabled in your NucleoLIS system, several Prior fields are added to the Result Report
Designer. This allows the NucleoLIS case report to include data values from the prior
(most recent only) completed case report.

With these fields and some Conditional Formatting, data from results that have been
corrected may appear on the same report as the current values. An Psyche Application
Specialist will need to assist with Conditional Formatting.

The following 23 fields are available to be selected from the report designer.

Case Level Fields:

* PriorReportDate
® PriorReportTime
® PriorReportType

Profile Level Fields

* PriorResult

* PriorR1

* PriorR2

® PriorR3

* PriorR4

* PriorR5

* PriorR6

* PriorRange

® PriorRangeComment
® PriorAbnormal

Constituent Level Fields

* PriorResult

* PriorR1

* PriorR2

* PriorR3

* PriorR4

®* PriorR5

* PriorR6

* PriorRange

* PriorRangeComment
* PriorAbnormal

NucleoLIS e.Finity offers built in automated reporting functionality, called Scheduled
Reports. Scheduled Reports eliminate the need for users to Save Preliminary or Save
Final reports when results have been partially entered or completed. In order to utilize
the Scheduled Reports functionality, the following three steps must first be taken:

* A standalone Scheduled Report Service must be installed by Psyche Systems.



* The Site Wide Reserved preference, ScheduledReporting, must be enabled by
Psyche.

* Scheduled Reporting Jobs must be created by either the System Manager or Psyche.
Scheduled Reporting Jobs are created from the Automated Task Definition library,
noted in the Library chapter, but described in greater detail in this section.

NOTE: The Scheduled Reporting Jobs may be created prior to or after the installation
of the service.

Creating Jobs for Scheduled Reporting

Open the Library Manager and access the Automated Task Definition library.

In the Automated Task Definition library, select the entry with a Task ID of NUC
SCHEDULED REPORTING.

Once entry is selected, the Jobs field with an ellipsis is enabled for job configuration.

Click the ellipsis to open the Edit Jobs Window, shown in Figure 10-9.
Click New, enter parameters, as described below, then click Save.

r ~
[ Edit Jobs =5
Reports by LOC - enabled
Reports for Vets - enabled Build List Reportz by LOC) -

Reports by LOC2 - not enabled
Reports by TGROUP - enabled
RPP - Final - enabled Name Reports by LOC

Run Interval {minutes) 2=

Include Preliminary Enabled

Apply

New ‘ l Remave Save ‘ [ Cancel l

Status: Ready

Figure 10-9 - Edit Jobs Window for Scheduled Reports

The Edit Jobs Window allows the creation of the jobs, with parameters, that runs within
the context of the standalone scheduled reporting service. The window displays a list of
already created jobs on the left, Action buttons below and Fields on the right to enter
parameters.

Jobs are added, modified, and removed using the following fields and buttons.

* Build List: The selected build list defines the criteria of reports to consider for
automated reporting.

* Name: A name to associated with your job. As you select a build list, the name
populates with the name of the build list as a default.

* With Preliminary: Preliminary reports are generated (when applicable) as part of
the job. By default, only Needs Final reports are included. Needs Corrected are never
included.

e Enabled: When true, the job is processed. If not, the job is skipped.

Result Report Designer
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 Interval: The run interval in which to execute the job (in seconds)

Buttons Description

New Adds a new job

Remove Removes the selected job

Apply Once your job has been configured, you must click Apply. After clicking,
you will see the list box refresh with the details of the job. Note: Apply does
NOT save

Save Saves ALL jobs; when closing the window and returning to the library
manager, an additional save operation is not required

Cancel Disregards all pending changes since the last Save

Once your standalone service is install and running, and at least one job is configured
and enabled, Scheduled Reporting will occur.

Scheduled Reporting functions in general as noted below:

e At run time, each record found in the configured build list is evaluated to determine
if a final report or preliminary report is needed.

* Final Report evaluation is solely based on the Needs Final status. If the case is
determined to be in the Needs Final status, a final report is generated and distributed
automatically.

* Preliminary Report evaluation, if configured, is based not only on Needs
Preliminary, but also requires that a profile has been completed AFTER the most
recent result report has been generated. In other words, if there is no new data to
report, no report is generated. Demographic and other data related changes are NOT
considered.

Activity for the Scheduled Reporting process, as well as each jobs, can be viewed in
e.Monitor.

The output and distribution of reports created with this feature will mirror that of
manual report generation.

Completion of Isolate level profiles initiates a scheduled report in the same manner that
non isolate level profiles do.

Results specific to cultures, organism, antibiotic and biochemicals can be reported via
the NucleoLIS report formatter, however such results do not trigger scheduled reports
to run. It is only the completion of profiles that trigger scheduled reports.

The Report Designer has a number of specialized menus that contain useful commands
you will need. File Commands allows import and export of report formats. Commands
Menu offers many specialized options to help with formatting the report, and the Other
Menu allows the addition of specialized report sections and signatures.



Menu Option
Import Format
Export Format

Transfer

Description
Imports a exported report format
Exports the current report format

Import Library Item: Imports a library of all report formats
Export Library Item: Exports a library of all report formats

Result Report Designer
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Menu Option
Date [long]

Date [short]
Time [long]
Time [short]
Page

Page w\Count
Select Al

Add Computed \ Inline

Add Template

Add Page Break

Add 2D Barcode

Add Combo Field

Add Background Image

Clear Background Image

Formatting >

Description

Inserts date in format: Day, Month date, Year (e.g. Tuesday,
August 15, 2017)

Inserts date in format: mm/dd/yyyy (e.g. 8/15/2017)
Inserts time in format: hh:mm:ss AM/PM (e.g. 3:24:46 PM)
Inserts time in format: hh:mm AM/PM (e.g. 3:24 PM)
Adds page number

Adds page number of total. (e.g. Page 1 of 4)

Selects every element that has already been placed on the
report

Opens a window where you can add calculations to the report.
Optionally, your system may be configured to allow inline Rich
Text Formatting configuration through this window as well. See
below for more details.

Templates can be used to create a series of fields that have the
same properties. You add the template, format it to what you
want...bold, larger font, etc. Then each time you add a
template, it will look like the one you just formatted.

Adds a page break at that point of the report, causing report to
feed to next page when printing.

Opens a dialog box to select the Data Field you want to
configure the barcode as.

Allows you to add a field that contains multiple data fields and
optionally literal text. In the Combo Field dialog box, select the
Data Fields and enter and add literal text. Use arrows to
rearrange. Once added, Combo Fields can be opened by
double-clicking them.

Allows you to select an image file that will be used as a
background for the report, such as a light colored watermark
image. You will not be able to see the image until you print a
test page. Only one image can be added to the master report.
No sub-report or dynamic inserted report will display a
background image.

Clears any background image that has been added.

Opens a submenu of formatting and alignment options when
multiple fields are selected



Menu Option
Add Group

Edit Groups (replaces Add Group

and Remove Group)

Description

Adding a Group inserts a sorting sub-section into the report
using a Data Field selected in the Group By window. A sub-
header and footer are created for the Group, if needed.
Selecting Add group opens this Group By window where Sort
order and Keep Together are also available.

[ Group By @
AdmitterCity -
AdmitterCode

AdmitterName

AdmitterPhone

AdmitterState

AdmitterStreet

AdmitterStreet2

AdmitterStreet3

AdmitterZip

CaseAbnormal

CaseAmendedComment

CaseCanceledBy

CaseCanceledDate

CazeCaseType

CaseCaseTypeCode

CaseCase TypeDescription &
Sort asc
Keep Together KeepNathing -

0K
Status: Ready

Sort: ASC = Ascending; DESC = Descending.

Keep Together:

KeepNothing: Do not try to keep the group together.
KeepWholeGroup: Keep the group header, detail, and footer
together on a page.

KeepFirstDetail: Keep the group header and first detail
section together on a page.

In Edit Groups all defined groups are displayed in the list box
on the hand side. Selecting a group from the list box displays
it's properties on the right hand side.

The properties (such as Sort, KeepTogether) can be edited as
desired. The Apply button confirms the edits and refreshes the
display in the list box

New: Adds a new group. (initiates an "Apply" operation on the
currently selected record first)

Remove: Removes the selected group

OK: Accepts the changes and passes them to the designer.
Cancel: Cancels the changes.

The Name entry field is informational (previously hidden).

Note: The Group By field can contain a computed item utilizing
VBScript.

|54 Edit Groups

S pecimend biect D

,Dr.\gmmggm Group By SpecimenObiectiD

l

Name SpecimenObiectD

* Apply

élatus: Ready

Result Report Designer



14 :

Chapter 10

Menu Option

Remove Group

Bring To Front

Send To Back

Toggle Retired

Show Retired

Snap To Grid On

Snap To Grid Off

Conditional Formatting

Description

Removes any Group that has been inserted into the report,
allowing you to select the Data Field used in the group to
remove.

Brings the selected element to the top layer of the report
placing it on top of other elements.

Moves the selected element to the bottom layer of the report
placing it under other elements.

Toggles the Report’s Retired field to True/False; required for
client to retire standard reports they don’t have the privilege to
retire through the field.

Displays any reports that may have been created and retired in
the Select Format drop-down report list.

Turns on invisible grid that elements will position to making
alignment of elements easier

Turns off invisible grid for alignment of elements

If enabled, opens a window where you can build formatting
statements for data that appears on the report. See below for
more details.

The Add Computed \ Inline Command allows you to create calculations and data
manipulations to fields that appear on the report. In this window you are building a query
to perform these actions and the process can be simple or very complicated.

Query functions are made available along with choices for fields and specific formatting
settings. NucleoLIS database structure is very helpful, but you may need to work with
your application specialist to achieve your final result.

The Add Computed \ Inline window contains 2 tabs: one for computed functions and
one for inline data changes and RTF formatting. In the Add Computed tab you have

the following fields:

* Common Functions and then a drop-down field to select the report field on which
to apply the common function. If the Common Functions list does not contain what
you need, use the Function Categories to select a specific function. The Add button
adds the common function to the query building box at the bottom.

* Function Categories for more complicated functions and then a drop-down list to
select the specific function within that category. Once a function is selected, click the
ellipsis (...) to open a second window where parameters (or arguments) are entered
specific to that function. Usually a report field is selected here. The Add button adds
the advanced function to the query building box at the bottom.

The bottom of the Add Computed \ Inline window shows available fields from the
report, a list of query syntax commands that advanced users may click to create
complicated computations, and a building box showing the actual query being built.



E;i Build Computed Iterms

Functions | Inline\R TF Formatting

g

Comman Functions
Sum - Sum | Patient_City ~ 8]

S S el s iR g 3. Click ellipsis to select field
and format (next image)

Function Categaries Function

Format -
FormatD ateTime: Returns an ewalted as a date of time

1. Select advanced function: Format

FormatDateTime / - C] Add

2. Select FormatDateTime from list of functions

Data Fields

o [C=]) [MD] [ Sub_ ] [/Swb_] [_Red | [CGieen | [ Bue ] [<colon
Patient_City
Patient_Caods [ RCERCE, [ (T SCTIY (v 1 [k ] (TR AL T L] S—y
F‘:t;z:t:cfe:tionDate < OR Super /Super & b u fu i /i
Patient_Dob FormatD ateTime{ Patient_CreationDate, *1"*)
Patient_Name
Patient_Sex
Patiert_Ssn
Palieni_State Once field and specific format function selected inthe next
Patienl_Streat window 1S accepted, the query Is displayed as abowve
Patient_zip
Status: Ready

Figure 10-10 - Build Computed Items - Functions Tab

In the example above, we are formatting a date field to use a particular date format.
Select the date field you want to format and select Add Computed \ Inline from the
Commands menu. If you don’t select a field beforehand, one will be added after the

query is built.

Following the steps shown in Figure 10-10:

Select Format from the Function Categories.
Select FormatDateTime from the list of functions.
Click the ellipsis to open the following window:

|27 Function Build Helper: FormatDateTime
Function Spntaw: FormatD ataTime(date format)
Argument 1; any valid date expression (ke Datel) or Mowl))
Patient_CreationD ate

Argument 2 A value that zpecifies the date/time format to uze

Selecting the field and FormatDateTime function

1 - weekday monthname year

Statusz: Ready

Select the Patient_CreationDate field for Argument 1.

NOTE: Make sure the data you are applying the function to is compatible with the
function. e.g using the FormatDateTime will not work on a field that contains only a date.

For Argument 2, select a date format. 1- weekday monthname year was chosen.

Friday, May 01, 2020, which displays dates in the format: Friday, June 12, 2020.
Click OK from both windows to exit Function Builder, then save the report.

Result Report Designer
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3 Build Computed Iterns =]

Functionz InlineARTF Farmatting

Search Ir: | Fatient_Sex - ] Feplace Text: Female
Operator: | Equals = | Replace With: FEMALE
Search For: Female SupertSub Script NOME - Set Bold il
tatch Caze | Calor 7F|ed - Set ltalic A
Set Underline 1
Build
Data Field
F':t:antlfciz,li = J[anD] [ Sub | [ Sk | [ Red | [ Green | [ Ble | [ J<colo |
Patient_Cod Y o e i e T P
P:t;::t:DEhe | < H OR || Super || ASuper | i b u fu i A
Eat!enl_game liff UCase [Patient_Sex] = UCase ["Female], Replace [Patient_Sex. "Female'. "{\colarthl;
atient_Sex ‘red285hgreenhbluel vredDhareenDiblue0: a1 & "I\b " & "FEMALE"™ & "SbiO}" & "ef2"],
Patient_Ssn Patiert_S ex]
Patient_State
Patient_Strest
Patient_Zip

(1]8 ] | Cancel

Status: Ready

Figure 10-11 - Build Computed Items - Inline\RTF Formatting Tab

Chapter 10

In the example shown in Figure 10-11 we are searching in the Patient Sex field for the
text of “Female” and replacing “Female” with upper-case “FEMALE”, while bolding
and making the text red.

With these formatting changes the report displays any patient sex not in the database as
“Female” as the field parameters dictate, but “Female” will display as FEMALE.

The formatting parameters you may set using the Inline\RTF Formatting tab include:

® Supen\Subscript
* Color of text

* Bolding text

* |talic text

¢ Underlined text

To create an Inline\RTF Format modification:

In the Inline\RTF Formatting tab, select the field that contains the text you want to
modify.

Enter the text to match and what to replace it with.

Select the formatting parameters you want to set.

Once all are specified, click Build. The query displays in the building box.

Click OK and save the report.

NOTE: When setting Inline\RTF formatting to a field, the RTF Text Display field must
be set to True.



The Conditional Formatting window allows you to add a considerable amount of
Structured Query Language (SQL) to your report to modify any of the report fields. The
window offers you a list of fields available on the report, a list of valid arguments that
may be used, and buttons to help you enter proper syntax. As fields, functions and
arguments are selected, the SQL function is built in the building box. A good
understanding of SQL is recommended, but basic formatting can be easily achieved.

The example in Figure 10-12 shows a formatting function that is set to COUNT the
number of values in the ConstituentResult column that equal “DETECTED”. If that
count is zero (0), then in the field named “NOPATH?”, display the text “No Pathogens
Identified” and give NOPATH a height of 225. If that statement is not true, such as the
count is greater than zero, display nothing in NOPATH field and drop the field height to
Zero.

The ConstituentObjectID is included with the ConstituentResult since the object ID
would always be unique and therefore the tally of DETECTED is for unique profile

constituents.
|7 Build Conditional Formatting Function @
[Drata Fields I
AdmiteiCiy = If Then | [ Eke = |[&ND] [ Sub ][ /Sub | [ Red |[ Green | [ Blue | [ Acolor |
AdmitterCod PR— o — — —— —— —— ——
oo Eleelf | [ Endlf ] [ i < ) [0R ) [ Super | [ fSwpe ) (&) [ (o) () [u] (] (1) (A
AdmitterPh
Adm:tt::sh:tge If COUNT (ConstituentObjectid, ConstituentResult = "DETECTED™) = 0 Then -
AdmitterSreet NOPATH. Height = 225 B
AdmitteStrest? MOPATH.Test = "Mo Pathogens |dentified"
AdmitterStreetd Elze
Adm:tt::z\:;ee NOPATH Height = 0
Casedbnarmal MOPATH.Text ="
CasedmendedComment - .
Endif

Feport Section Fields
LITERAL -

BackCalor -
BorderColar
CanlGrow
CanShrink,
FuareCaolar
Height

Left

tdarginB ottom
MarginLeft
tdarginFight

MarginT op il
oTC

0K Cancel

Status: Feady

Figure 10-12 - Conditional Formatting Functions Example

NOTE: You must first select a data field before the Conditional Formatting menu option
is enabled on the Commands Menu.

Menu Option Description

Show Audit Opens a window listing all changes that have been made to the
current report

Result Report Designer 17
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Menu Option
User Signature
Signer Signature

Combined Always Report

Combined Methodology

Microbiology Sensitivity Matrix

Section
Historical Result Section

WindoPath Case Section

Case Reported Section

Case Report Other Profiles

Insurance Section (optional)

Constituent Image Sizing

Button
Add Field
Add Image

Copy
Print Test
Preview

Add Sub

New

Save

Description
Adds a User Signature field
Adds a Signer Signature field

Creates a field that combines all profile level ‘always report’
messages into one area on the master report.

Creates a field that combines all profile level ‘methodology’
messages into one area on the master report

Allows you to add a Microbiology Sensitivity sub report

Allows you to add a sub report for Historical results.

If integrated, allows adding a subreport specific for WindoPath
results.

Allows the addition of all Case Reported related fields from
previously issued reports in a separate section.

Allows the addition of a sub report where unique specimen and
profile related fields may be added, such as ProfileCancelDate and
ProfileState, which will always contain either CANCELED or
PENDING.

Sub report is to enable adding Billing and Insurance related data to
NucleoLIS case reports.

The section exposes all available database columns from the
Billing, Insurance, and Hospital tables.

Allows you to set the maximum height and width for images

Operation
Adds a generic text field that can be changed to any text

Opens a search window to locate and find an image to add to the
report

Makes a copy of the currently selected field
Opens windows print dialog box so you can print a test of the report
Previews the current report design to the screen

Opens another Report Designer window within that section, so a
separate report style can be inserted for specialized results

Clears all fields to create a new label

Saves the current label detail as using the label specifications on
the left



Button

Save As

Delete

Close

Operation

Prompts for a filename to save the displayed label with a new
name; if the label type already exists, you are prompted whether
you want to overwrite it as the default label for that type

Deletes the currently displayed report

Closes the report designer

Result Report Designer
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Chapter 11
Human Resources

Human Resources is where the users and physicians library information is stored in the
system. It is used to add new, modify existing, and retire both user and physician
accounts for system access.

In order for anyone to use NucleoLIS, they must have a user account. Physician accounts
are need in order to enter a physician in any of the physician related fields in the
Accession window.

Human Resources is accessed either through the Human Resources icon on the left or
from the Operations Menu. Users are required to have the Admin privilege in order to
access Human Resources.

The Physician table, shown in Figure 11-1, is where all physicians and also physician
groups are stored. The Physician table is accessed by selecting Physician from the
Library drop-down menu. Once a physician is selected, all related fields are displayed
in the detail grid.

The data tree on the left side of the window displays the following parameters by which
you may search:

* Code
* Group
* Name

To search by Code, select Code from the Search selection drop-down, enter the 3
code in the second criteria field and click the binoculars button.

To search by Group, select Group from the Search selection drop-down, enter the group
in the second criteria field and click the binoculars button.

To search by Name, select Name from the Search selection drop-down, enter the name
(last, first) in the second criteria field and click the binoculars button.

With any method, if the search criteria field is left blank, a complete list of the table
contents is displayed. Highlight the specific record in the data tree and the details are
displayed on the right.

NOTE: Searches can also be performed by pressing <Ctrl+R>

Human Resources



. NucleolI$ - [Human Resource
@ File Operations Window System Management Search  All  User  Transfer

BEGEFENEOEXLEMNY R

LIBRARY [ Physician [ Show Retired

S —

Group Name Physician

Code™
True Center, Kanis Endoscopy Nar:e

False Philip, Linsey Professional Suffix
False Mew Clearing House UFIN

False Na, Location NPI
False AutoRetired, None Location Group
False Physician, New Retired

True PrimaCare, P.C. Address

False Philip, Linsey Street

False Doctor, Individual Street?

False Physician, Test Street3

False Physician, Test City

False Physician, Doctor State

False Physician, TestAgain Zip

False Physician, Stc :1:::

False Prirt, Physician

False Pyne, Wamen ::;::n':

False Robins, Tim USER

False Robing, Tim Psy Userl

False Doctor, Single Report Delivery

e Enal. Fyscin IE e A Hello Dr Philp
Esles Sevith Tien Report Distribution <Report Distribution>

[ New ][ Save ][ +Save ][ Close

Database: NucleoLIS_QAon PSY-5QL01

Figure 11-1 - Physician Table

Physician table field descriptions

Table Field Description

Code Unique physician identifier; required field; used in pull down list when
accessioning

Name Physician's full name in the format (last, [space] first)

Professional Suffix Suffix for physician; e.g. M.D., PhD, DC

UPIN Universal Physician Identification Number

NPI National Provider Identifier

Group True/False; used to specify whether a physician is part of a physician
group

Retired True/False; whether the physician is active/inactive

Address

Street Physician’s street address

Street2 Second physician’s street address

Street3 Third physician’s street address

City Physician’s city

State Physician’s state

Chapter 11



Table Field
Zip

Phone
Phone
Locations

Locations

Report Delivery
Greeting Display

Report Distribution

Description

Physician’s zip code; accesses the Zip Code table (when available) and
automatically populates the city and state

Physician’s phone number

Automatically populated with the a location called None (which is an
individual physician location. Click the elipsis (...) to open the Locations
window where locations can be added, modified, or retired. (May be set by
preference to not display for Physician Group records.)

Physician’s textual greeting that may be added to the headers on Fax
covers or main reports with the Distribution Designer

Determines the method(s) by which the physician will receive reports - print, fax,
email. Clicking the <Report Distribution> ellipsis opens the Edit Report
Distribution window allowing you to configure the report distribution method for
each physician or group.

Selected Secure Email prompts for a password after entering email, if that email
has not already been stored in database

The Edit Report Distribution window shows the distribution methods configured for
your system. To add a method for a physician or client, check the method check box and
fill in the destination Fax number, email address, or select an available network printer

from the drop-do

wn list to determine how they, as submitters, will receive reports.

Other physician tab is used to define report distributions for when the physician is
associated with a case as a “copy to” or Other Physician.

Figure 11-2 - Edit Report Distribution Window

19 Edit Report Distribution ==
Submitter | Other Physician

Local Print

Edit

Fax [¥] Add

15084789841 Edit
Secure Mail Add
suec@psychesystems com Edit

Human Resources



To add, modify or retire a location attached to a physician, click on locations in the data
grid. The Edit Locations window is displayed showing the following fields.

Table Field
Location
Phone

Fax

Email

Retired

Address (optional)
Street

Street2

Street3

City

State

Zip

Outreach

Withhold Group Results
Physician\Client
Group*

Report Delivery
Report Distribution

Preliminary Report
Distribution

Use Preliminary Distribution

User

User1
User2
User3

Description

The location code of the physician/group
Physician's phone number

Physician's fax number

Physician's email address; if entering an email for someone who is
not in the User Table, you are prompted for a password, which then
automatically creates a record in the User Table; secure email report
recipients are prompted for their password when opening reports.

True/False

Submitter Location Street
Submitter Location Street 2
Submitter Location Street 3
Submitter Location City
Submitter Location State

Submitter Location Zip

True/False; used if client has purchased e.Outreach

Displays the associated physician’s group name (leave blank if not
associated with a group).

Determines the method(s) by which the physician location will
receive reports.

Determines the method(s) by which the physician location will
receive preliminary reports; only available if following field is True.

If enabled, can set to True to specify distribution locations for
Physician’s preliminary reports; previous field becomes available.

user defined field 1
user defined field 2

user defined field 3

NOTE: In the Edit Location window Group field, group choices are limited to those
entries that are designated as a group (group=true).



To add a new physician:

From the physician library, click New. A blank detail grid is displayed.
Fill in the appropriate fields.
Click Save.

To modify an existing physician:

Locate the physician by one of the search methods.
Change the field data to the new information.
Click Save.

The User Table, shown in Figure 11-2, stores all the information on NucleoLIS application
users. Every person who needs to use the NucleoLIS system must have a user account.

To open the User table, select User from the Library drop-down menu. Once a user is
selected, all related fields are displayed in the detail grid.

The data tree on the left side of the window displays the following:

* Code
* User name

Searches can be performed by either code or user name.

To search by Code, select Code from the Search selection drop-down, enter the 34
code in the second criteria field and click the binoculars button.

To search by User name, select Username from the Search selection drop-down, enter
the username in the second criteria field and click the binoculars button.

With any method, if the search criteria field is left blank, a complete list of the table
contents is displayed. Highlight the specific record in the data tree and the details are
displayed on the right.

NOTE: Searches can also be performed by pressing <Ctrl+R>

Human Resources



Figure 11-3 - User Table

Chapter 11

121 Human Resources-deannac Correira, Deanna

LIBRARY [Ua

B3B8 &)

[ Show Retired

Code

dare!
oyt
johns
Raynas
Userl

User Name:

e [Comsmheame |

Fared, vy

Fared, vy

Basie, John

Spada, Rayna Mane
User, One

.

User

Code”

Password

UserName™

Title

Description

Password Expires

Retired
ogged In

Signature

Can Sign Cases.

Can Sign Profiles.

Signature

deannac

Correira, Deanna

Never
False
Faise
True

False
<On-File>

S

Role - Definition
Admin True

Role - System Manager Operations

Role - Additional Operations

Role - User Privs

[t [ oo [t ][ oo

Sizs: Ready

Dassbase: NudkeoLIS_OA 2014

User Table field descriptions

Table Field
Code

Password

Username
Title
Description

Password Expires

Retired

Logged In

Description
Required field; used as user code at login; not case sensitive.

User passwords must be a minimum of 6 characters.
Passwords are not required to be alphanumeric although it is
recommended. Note: The System Manager can assign a
default password for use at initial login. When the user logs on
for the first time, they will be forced to change their password.

User's name in the format “last,[space]first”
User-defined title of user
Free text. Anything for informational purposes is entered here.

Indicates how long until the current password will expire. There
are three options: Never - never expires, Default - expires in the
number of days set in the configuration and Expired - used to
force the user to change their password at initial login.

True/False; whether the user is active/inactive in the system

True/False; dithered however will display whether or not a user
is logged into the system



Table Field
Assignment

Can Assign Cases
Signature

Signature

CanSignCases

CanApproveProfiles

CanSignProfiles

Signing Locations

Can Reopen Cases (Optional)
Role

Admin

Role
User Role Settings Display

Role - User Operations

Role - System Manager Operations

Role - Additional Operations
Role - User Privs
Role - Modules

To add a new user:

Description

True/False; allows case assignment to that user

Displays “None” if no signature file is linked to the user or <On-
File> if there is a signature file linked to the user. Transparent
PNG format is recommended.

True/False. Indicates if user can sign out cases.

True/False. Indicates if user can approve profiles; not available
unless signature stored for user

True*/False. Indicates if user can sign out profiles; not available
unless signature stored for user;

True* indicates user can sign out at least one profile type that
requires signature. To modify profiles user can sign out, click
the CanSignProfiles ellipsis to open Edit Can sign Profiles
dialog box. Select Profile Type from drop-down list, then check
the available profiles allowed or check ALL. Click OK to save.

If CanSignProfiles is True, select from pick list of Location
Designations from where user may sign cases. If none is
selected, the default location is used. If no default is defined,
<None> will be displayed on case or profile. If user has multiple
signing locations, they can select the current one from the
Signing menu in Result Manager. The first location added for
the user becomes the default for that user.

Admin can reopen cases without Can Sign Cases privilege.

True/False; whether or not the user should have rights to
administrative functions (which are: Human Resources,
Configuration, Label Designer, Library) on the system

Choose from the roles defined in the User Role library

The rest of the fields are display only and show the settings for
the specific role entered in the Role field above. Refer to the
Library Chapter for more information on User Role settings.

Click New. A blank detail grid is displayed.

Fill in the appropriate fields.

Click Save.

Human Resources
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To modify an existing user:

Locate the user by one of the search methods.

Change the field data to the new information.

Click Save.

Menu Option
File

Operations

Window

System Manager (Admin Users)

Search

All

Description

Show User - shows current user information

User - Set Font/Reset Font

Version - Displays the current NucleoLIS version number
Exit - exits NucleoLIS

Accession - opens the Accession window

Result Manager - opens the Result Manager

Run Tracking - opens the Run Tracking window

Storage Find - allows you to find the location of a specimen
Batch Steps - opens the Batch Steps window

Batch Label - opens the Batch Label window

Library - opens the Library window

Label Designer - opens the Label Designer

Result Report Designer - opens the Result Report Designer
Distribution Designer - opens the Distribution Designer, for fax
cover sheets

Analyzation Map Designer - opens the Analyzation Map
Designer window

Human Resources - opens the Human Resources window
Storage Manager - opens the Storage Manager window
Configuration - opens the Configuration window

Run Management Reports - opens the Management Report
window

Delivery Monitor - opens the report delivery monitoring window
e.Dashboard - if purchased, opens the e.Dashboard window —
see separate documentation

e.Monitor - if purchased, opens the e.Monitor window — see
separate documentation

Shows currently opened windows to select

Deactivation - executes the deactivation process
WP Distribution Mapper - (optional) opens the WindoPath
Distribution Map Utility window

Run (Ctrl+R) - searches using current criteria

New (Ctrl+N) - new record for current table

Save (Ctrl+S) - save current record

Save+ (Ctrl+Shift+A) - save current record and open new
window

Audit (Ctrl+T) - shows audit table of current record



Menu Option

User

Transfer

Other

Description

Allows Admin users to reset a logged user status by selecting the
user account in list and clicking Reset Logged.

Export - Used to export libraries
Import - Used to import libraries

EMR Client Set Up - opens the EMR Client Configuration
window for client set up, if available.

Human Resources
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Chapter 12
Storage Manager / Storage Find

The Storage Manager window is where you define where your specimens are stored.
You access the Storage Manager either through the Storage Manager button on the left

or from the Operations Menu.
Storage Find is where you look to locate a specimen that has had it’s storage defined

through Storage Manager. Access Storage Find through the Operations Menu.

Storage Manager Window

When you open the Storage Manager window, shown in Figure 12-1, you are presented
with a grid based on the definition of the rack selected in the Select Rack drop-down list.
Multiple configurations for storage racks may be defined in the Storage Rack Definition
table of the Library. In the Storage Rack Definition table, you define the rack with the
appropriate number of columns and rows and give it a recognizable name.

In the Storage Manager grid specimen numbers (or culture numbers) are entered by
scanning specimen bar codes, or may be entered manually.

[E] Storage Manager | = | = P |

Select Rack [anm - (©) Move Right @ Move Down

12365 | 65132

Clear ] | Remove | [ Set Unusable

Stztus: Ready

Figure 12-1 - Storage Manager Window

Storage Manager / Storage Find

: 1



Field or Button Description

Move Right Selecting this radio button at the top right of the window sets
the cursor to move right after each number is entered.

Move Down Selecting this radio button at the top right of the window sets
the cursor to move down after each number is entered.

Clear Clears all culture numbers from the rack grid

Remove Removes the selected culture number from the rack grid

Set Unusable Marks the selected empty cell as unusable by inserting <U> in
that cell

Close Closes the Storage Manager window

NOTE: The default direction of cursor movement (right or down) is defined by the
EnableStorageManager SiteWide Preference.

To create and update a storage rack

Select a storage rack from the drop-down list.

If there are specimens already stored on the rack, you can start a new one by clicking
the Clear button.

Select Move Right or Move Down from the radio button choices at the top left of the
window.

Select the first empty cell, scan the specimen number, and the next field is selected
based on the direction you chose in Step 3.

Continue until all specimens are entered for that rack.
Click the Remove or Set Unusable buttons on the bottom as needed.
Click Close to close the Storage Manager window and save your changes.

Chapter 12



Storage Find

Once specimens are entered on a rack through the Storage Manager, you can easily
locate any specimen through the Storage Find window, shown in Figure 12-2.

i - -
Lol
Searen 12%5‘ E

Rack Row Column Add Date Added By Remove Date Remowed By
160814174

L R ,

Figure 12-2 - Storage Find Window

Scan the barcode or enter the specimen number in the Search field and click the
binoculars button. Storage Find will display the following location for that specimen:

* Rack

* Row

e Column

* The date/time the specimen was added to the rack

® The username of the person who added the specimen

* The date/time the specimen was removed from the rack, if it has been removed
* The username of the person who removed the specimen

Close Storage Find by clicking the windows [X] in the upper right corner of the window.

Storage Manager / Storage Find
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Chapter 13
Configuration

Configuration allows system managers to define the settings for use with NucleoLIS.
These settings determine how the system functions. NucleoLIS is installed with a
standard set of preferences and settings that may be changed at any time. Users without
the Administration privilege will not be able to access the Preferences window.

The Preferences Window

The Preference window is accessed by clicking the icon (at left) or selecting
Configuration from the Operations Menu. At first, the window is blank to allow
searching in one of two ways.

* Click the drop-down arrow in the Search field box to display a list of 3
preferences, then click the Search icon to find that preference.

* Leave the Search field blank and click the Search icon to get a list of all preferences.
NOTE: The Scope selection should be left at All or Site Wide to see all preferences.

When all preferences are listed, the Preferences window will look similar to the image
displayed in Figure 13-1.

& NucleclIS-RequireCorrectComment Cl £
System

Preference Descnplon Scope Value
AlowAutohssignEdits Allow edifng of autn assign felds Sac\ide True
AllowMulipieKaryotype Allowsz muitple karyolype orders on a single specimen Saellide True
AlowUsersAthiuspls\Workstatons Allowss users 1o log in simusitaneously 2t mulipls workststons. Saellide Trus
AutohssignCaseNumber Assigns a system generated number when a case is saved Sac\ide True
AunhzzgnPateniCode Assigns 3 sysiem generaied number when a padent i caved Saellide True
AutohssignSpecimenNumber Assigns 3 system generaied numbsr when 3 Specimen i saved Saellide Trus
Autohssign\VistCode Assigns a system generated number when a visit is saved Sac\ide True
CaseYear Set the year used in calculaied case numbers Sielinde 016
DaysPasswords\/ahd Sets fhe number of days pesswards are vahd Saellide s el]
DaysToMamntzinFinds The number of days to confinue loading cases and FINAL Sac\ide 0
DefauithccessionSearch Setz the default search on the accesion window Saellide RegquissionNumber
DefaultSpecimenPronty When s=t, specimen will be crested with the prionty fi2ld o2t ac the defned valus Saellide
EnableCualityReview Enables ulizing and managing quality review Sac\ide YoXMLY
Enable Sioragelanager Enables uthzing and managng specimen siorage racks Saellide YeXMLY%
|dleExit The zmount of idle system Sme {in minues) alowed before logging a user out. (0= OF) Siz\ide 0
ManagePatenRelafonships Allows management of pasient relafonship setings Sac\ide YoXMLY
PreviewReporisOnSave Dreplaye a preview of reporic when saved Saellide Faes
PrintOnPlateOrder Automatcally pant plate Izbels on order Saellide Trus
RequireAmendedComment Requires 3 comment when saving an amended report Sac\ide True
RegquireComectComment Reguirss 3 comment when saving a correcisd report Saellide True

Staws: Ready

Figure 13-1 - Preferences Window
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The Preference window displays the following columns of information:

* Preference (name)
* Description
* Scope (All, SiteWide, User)

* Value (most are either True or False)

Changing Preferences

To modify a preference value, double-click the row in the Configuration window. If the
item has a True/False value, a prompt is displayed confirming the change. For those
preferences that require a numeric or other value, a dialog box to enter the value.

Audit Button

Once a preference is highlighted, the Audit button in the upper right becomes available.
Clicking Audit opens the audit trail of all changes made to that preference, similar to the
window below in Figure 13-2.

e

f PhysicianAccessionByGroup Cl 23
TRAMNSACTION_TIME | FIELD_MAME OLD_WALUE | NEW_VALUE | USER_CODE | TRANSACTIO
» 10/24/2016 2:04 PM PreferenceValue True False 0 U
10/24/2016 1:02 PM Modifier deannac 0 0 U
10/24/2016 1:02 PM PreferenceValue False True 0 u
10/9/2016 219 FM PreferenceValue True False deannac U
10/8/2016 218 FM Modifier johnb deannac deannac 0}
10/9/2016 218 PM PreferenceValue False True deannac U
8/19/2016 12:26 PM  Creator 0 johnb u
8M19/2016 12:26 PM  Modifier 0 johnb johnb u
8/M19/2016 12:26 PM  PreferenceValue True False johnb ]
BMT/2016 9:21 AM ObjectiD 135008878 0 |
8M7/2016 9:21 AM Creator 0 0 |
BMT7/2016 9:21 AM Maodifier 0 0 |
8M7/2016 9:21 AM PreferenceValue True 0 |
8M7/2016 9:21 AM MName FhysicianAcc 0 |
Status: Ready

Figure 13-2 - Preference Audit Window

System Menu
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The Preference System Menu gives you access to the following definitions:

* Display Definitions allows users to choose the information that will be displayed on
the screen and will also allow the selection of colors for tree items. Note: The colors
are only displayed in the tree view on the screen.

* Field Definitions is where the system manager can show/hide data entry fields for use
throughout NucleloLIS. In addition, each table typically has three user-defined fields
which can be used to specify certain lab-specific information that must be captured.

The following table lists all the site wide preferences.



Additional information on shaded preferences can be viewed by right-clicking on
preference.

Preference

AllowAdminReopen

AllowAutoAssignEdits
AllowMultipleKaryotype

AllowUsersAtMultiple
Workstations
AutoAssignCaseNumber
AutoAssignPatientCode
AutoAssignSpecimenNumber

AutoAssignVisitCode

CaseYear

CollectionDateDefault

DaysPasswordsValid

DaysToMaintainFinals

DefaultAccessionSearch

DefaultSpecimenPriority

Description

When true, Admin users are allowed to
reopen cases

Allow editing of auto assign fields

Allows multiple karyotype orders on a single
specimen

Allows users to log in simultaneously at
multiple workstations

True assigns a system generated number
when a case is saved; False allows user
entry for Case#

Assigns a system generated number when a
patient is saved

Assigns a system generated number when a
specimen is saved

Assigns a system generated number when a
visit is saved

Set the year used in calculated case
numbers
(Right-click for Additional Information)

Default collection date of specimen and
culture records

Sets the number of days passwords are valid

The number of days to continue loading
cases and FINAL,; after the specified # days,
cases are archived

Sets the default search on the accession
window

When set, specimen will be created with the
priority field set as the defined value
(e.g.Routine; can add to reports and define in
Selection Lists)

Scope

SiteWide

SiteWide
SiteWide

SiteWide

SiteWide

SiteWide

SiteWide

SiteWide

SiteWide

SiteWide

SiteWide

SiteWide

SiteWide

SiteWide

Value

True/False

True/False

True/False

True/False

True/False

True/False

True/False

True/False

Year (yyyy)

None, Yesterday, Today

Days
Days

Search Value

Value

Configuration



Preference

EnableQualityReview

EnableStorageManager

IdleExit

ManagePatientRelationships

PreviewReportsOnSave
PrintOnPlateOrder

TreeltemHeight

Chapter 13

Description

Enables utilizing and managing quality
review

Users are notified when finalizing cases that
a case has been flagged to be reviewed.

Enables utilizing and managing specimen
storage racks

The amount of idle system time (in minutes)
allowed before logging a user out

Allows management of patient relationship
settings

Relationships examples:
Sibling

Child

Parent

Self

Spouse
Relationships Flip examples:
Sibling

Parent

Child

Self

Spouse

Displays a preview of reports when saved
Automatically print plate labels on order

Enables defining the height of nodes in the
Tree (requires application restart)

Scope

SiteWide

SiteWide

SiteWide

SiteWide

SiteWide
SiteWide

Sitewide

Value

EnableQualityReview

Enabled: True/False
EnableQualityReview - Settings
Abnormal Flag: True/False; true
flags only abnormals

Adhoc: True/False; True allows
defined users manually assign cases
for Quality Review

Percentage: #; enter percentage for
number of cases to be flagged for
review

Storage Manager Details

Minutes

Relationships: opens a dialog box
to enter valid relationships.

Relationships Flip: opens a dialog
box to enter valid opposite
relationships to above.

True/False
True/False

-1 is default; 5-30 valid, but lower
numbers overlap depending on set
font.



Creating FAX Cover Page for Interfax Reports

If your system is configured for reporting through Interfax, you will have the option to
use the Distribution Designer to create and/or customize your Fax coversheet. You
access the Distribution Designer from the Operations Menu, which opens the
Distribution Designer window shown below.

. NucleolIs - [Distribution Designer-Deanna Fax Cover] [ [
[&] File Operatmns Window  System File C Audit [BEE
ANE ®I%H_%a .
Select Format [Dsma Pr— '] | | | | 3 | 4 | 5 | § I
Daia Fields Descriptions Mool oo
Destiriation the destination of the pages g
D case number - an ing fou have a case ready for review.
Pages pagesoithersoot. ||| Medical Laboratory Software
PagesPlus pages of the report, || ;
D
PageHeader
Detail
4 n [
PageFooter
4 Distribution Cover Footer
Name™ Deanna Fax Cover
Description
Orientation Auto
Page Footer AllPages
Page Header AllPages
Paper Size Custom

Retired False
4 Background Image

Image {none)

Image Align CenterMiddle

Image Scale Qip

Image Show AllPages.
4 Margins

Margin Bottom 1

Margin Left 1

Margin Right 1

Margin Top 1

4 n »

[_AddField | [ Addimage ][ Copy |[ PrintTest ][ Preview | [ MNew ][ Save ][ Sevehs ][ Delete ][ Close

Status: Ready

Figure 13-3 - Distribution Designer Window

Available Data Fields for Cover Page

The following Data Fields are available to be added to the Interfax cover page. The
standard image and literal text may be added as well.

* Destination: the destination of the delivery, such as the Fax number

* Greeting: the greeting defined for the recipient

* ID: case number for identification

* Pages: the number of pages in the report, not including the cover page

* PagesPlus: the number of pages in the report, including the cover page, assumed to
be one.

Once a custom cover page has been created, Psyche will configure it for Interfax.

Configuration
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Chapter 14
€.Query - Management Report Designer

NucleoLIS has the ability to design user-defined Management Reports, which are used
for tracking and many other management statistics you need for your lab. These reports
are stored and then may be run by designated NucleoLIS users. There is a great amount

u of flexibility built into the e.Query Management Report Designer allowing simple or
(1] complex reports to be created as needed. You may require assistance from Psyche to get
your reports just right.

This chapter also describes the e.Query Data Analysis Window, which allows e.Query
users to run adhoc queries on the database using e.Query functionality.

e.Query Management Report Designer Window

You access the e.Query Management Report Designer Window by clicking the e.Query
icon, shown on the left or from the Operations tool bar menu.

I

[E=0 N=R ==
Select Format [ubmitter Count 3 : 1 : z : 3 : 4 : s : € : 7 e
Header
Data Fields Descriptiors WindoPath Psvche Systems Corporation
<@CaseCraationDate_1> <OuBry argument: 0
<g[asecreatlunDate:2> <guer: argumenb - = - I 25 Birch gfreet Buking B Submitter Count
<@multiSubmitterCode_3= <guery argument: E‘ ssen t’a Miford, M 01767
CaseCaseType systern internal case identifi. ..
CaseCreationDate date and time the case wa... | — Rageticadey
CaseNurber case number ‘ . -
CaseStatus status of the case Lase Mumber. Faselaselvpe  [aseSiatus suhmitter Code.
SubmitterCode code of the submitting phy... | Dstal
[aseCreationDate  Zasehumber CaseCaseType CaseStatus SubmitterCode -
PageFooter
|an0 Nowg "Page " &[Fage] & -
4 Standard Reports
Submitter Count _ Footer
Description
Full Description
Category™® General
Retired False
Crigntation Portrait
Page Footer AllPages
Page Header AllPages
Paper Size Letter
4 Background Image
Image (none)
Image Align CenterMiddle
Image Scale Clip
Image Show AllPages
4 Data - Execution
Queiery Designer =Query Designer>
Args <Argument Settings>
Build List False
4 Data - Post Execution
Filter Clause
Sort Clause:
4 Margins
Margin Bottom 0.5
Margin Left 0.5
Margin Right 0.5
Margin Top 0.5
4 Paper Size
Custam Height 1]
Custorn Width 1] i E— L .
[ addreld | [ pintTest | | conr | [ addimage [ Run new | [ sae | [ smems | [ e [ dese

Status: Ready

Figure 14-1 - e.Query Management Report Designer Window
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The Select Format drop-down list allows you to select one of the existing report formats
to review or modify.

Available Data Fields are displayed on the upper-left corner of the designer and added
to the report by double-clicking the field. Each field can be set with certain parameters
(e.g. height, width, font type, etc). Different report sections can be added to the report
along with signatures for users, logos and defining information about the laboratory.

With the e. Query Management Report Designer, Data Fields can be easily added as you
design your report in the Query Designer Window.

* NucleoLIS is installed with a set of standard management reports. As you use your
system, additional management reports may have been added as requested.

* Report formats considered Psyche Standard may only be modified by Psyche. If you
would like to use a standard report, but with a small modification, you will need to
make a copy of it (Save As), modify as you wish, and use the copy in production.

* Non-standard report formats created prior to the availability of e.Query Management
Report Designer may be modified by the System Admin or anyone who has been
granted the Can Design Management Reports privilege through their User Role.
These reports may be edited within the e.Query Management Report Designer main
window.

* Only new reports created with the e.Query Management Report Designer can be
modified through the Query Designer Window, described later in this chapter.

To distinguish between a management report format that was created prior to the
e.Query Management Report Designer and one that was created using the Query
Designer, refer to the Data - Execution parameter section of the report:

For report formats created... Field Value
Prior to e.Query Management Report Query Name Stored procedure
Designer name

With the e.Query Management Report Query Designer | <Query Designer>
Designer, using the Query Designer Click to open Query
Designer window

Different parameters are available depending on whether you have selected the main
report (click gray area), a section separator, or a field.

Parameter Description

Standard Reports

Name The name of the report seen in the Run Management Reports
Report drop-down menu; entered in the Query Designer if
using the enhanced version; name must be unique.




Parameter

Description

Full Description

Category

IsStandard

Retired

Orientation

PageFooter

PageHeader

Paper Size
Background Image
Image

Image Align

Image Scale
Image Show
Data — Execution

Query Name
Query Designer

Description

Short description of the report that appears on the
Management Report named “Management Reports”; will also
automatically display in report header field named
REPORT_DESC.

Full description of the report that will appear on the
Management Report named “Management Reports”.

Select from list of available categories or enter new category
name; categories are used to sort types of reports when
selecting them in Run Management Reports.

True/False; indicates Psyche standard reports; only available
for Psyche users.

True/False; True removes reports from the Management
Report Designer list, unless the Show Retired command has
been executed and also removes them from the Run
Management Reports list. Psyche Standard Reports must be
set to retired using the Toggle Retired command from the
Commands Menu, since Psyche Standard Reports cannot be
altered.

Auto is default and usually works best, or can set to Portrait or
Landscape, if using non-standard paper size.

Defines when the PageFooter should print: AllPages,
NotWithReportHdr, NotWithReportFtr, NotWithReportHdrFr.
Report formats can have separate footers for pages versus the
report itself.

Defines when the PageHeadeer should print: AllPages,
NotWithReportHdr, NotWithReportFtr, NotWithReportHdrFir.
Report formats can have separate headers for pages versus
the report itself.

Select from a list of standard paper sizes; default is Letter.

Location and name of the image used as a background

Multiple choices for alignment; Center Middle is common
choice

Clip, Stretch, Scale, Tile, Hide
NoPages, AllPages, FirstPage, AlIButFirstPage

Stored procedure name - For report formats created prior to
the Enhanced Designer.

<Query Designer> - For report formats created with the
e.Query Designer. Click the ellipsis to open the Query Designer
window.

€.Query - Management Report Designer
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Parameter

Args

Build List
Data — Post Execution

Filter Clause

Sort Clause
Margins
MarginBottom
MarginLeft
MarginTop
MarginRight
Paper Size

Custom Height

Custom Width

Description

Whether the report was created with the Query Designer
Window or prior to its development, clicking the Args ellipsis
opens the Argument Editor Window to make specific argument
modifications.

True/False; Used for Build List printing; Read-only here.

Additional filter may be added through Edit Filter Clause
window.

Sorting may be added through Edit Sort Clause window.

Distance report will print from bottom in inches
Distance report will print from left in inches
Distance report will print from top in inches

Distance report will print from right in inches

If Custom is selected as paper size, enter paper height in
inches

If Custom is selected as paper size, enter paper width in inches

These parameters become available when a section is selected.

Parameter
Section Display
KeepTogether

BackColor
CanGrow
CanShrink
ForcePageBreak
Repeat

Visible

Description

True/False; if a section is long enough that it will wrap onto
another page the report will move that section to the next page
in an attempt to keep the entire section on one page. In the
event that a section is longer than a page in length the section
will continue onto a second page regardless.

Defines the background color of the report section
True/False; allows section to expand as needed
True/False; allows section to shrink as needed

Causes a page break where positioned

True/False; if true this section will repeat on every page.

True/False; if true this section will be visible on the report



These parameters become available when a field is selected.

Parameter
Identity
Name
Border
Border
BorderColor
BorderWidth
Picture
Picture

PictureAlign

PictureScale

Position
Anchor

Left

Top
Size

CanGrow

CanShrink

Height
Width
TextDisplay
BackColor
BarCode

Font

ForeColor

Description

Name to identify the field

Transparent, Solid, Dash, DashDot, DashDotDot
Specifies border color

Specifies border width with 0 equaling none

Location of image if auto-loaded, such as a logo

Specifies the alignment of the image withing the image box;
LeftTop (default), CenterTop, RightTop, etc.

Clip, Stretch, Scale, Tile, Hide; Scale maintains image
proportions

Orientation for field position; Top, Bottom, TopAndBottom

Distance from the left margin in twips. (Twips are screen-
independent units to ensure that the proportion of
screen elements are the same on all display systems. A
twip is defined as being 1/1440 of an inch.)

Distance from the top margin in twips

True/False; allows the data to exceed the size of the field,
pushing any data following down the report.

True/False; use when the field is capable of shrinking based on
the contents of the field; useful to hide images dynamically, if
not present; property will not hide any borders present; Report
Section must also be set to CanShrink

Height of the field in twips
Width of the field in twips

Defines the background color of the field

To print the data in barcode format, select one of the possible
symbologies from the list: Code 39, Code 93, Code 128. 2D
barcodes are added through the Commands menu.

Defines the font and size for how the data is printed

Defines the color of the field text

€.Query - Management Report Designer
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Parameter Description

HideDuplicates True/False; if a field is repeated, additional instances of that
field can be hidden. e.g. on a case with multiple specimens a
single specimen number has multiple profiles. We don’t need
to see that specimen number listed next to each profile, so True
can hide the specimen number next to successive profile
name.

Right-clicking on the HideDuplicates link opens an option to
check ForceUniqueRows, which ensures that rows that appear
duplicate due to column selections appear on report, if unique
for other fields. The default and general setting is to check both
HideDuplicates and ForceUniqueRows.

KeepTogether True/False; if a field wraps and is long enough that it will wrap
onto another page the report, True will move that field to the
next page in an attempt to keep the entire field on one page. In
the event that a field is longer than a page in length, the field
will continue onto a second page regardless. Note: any other
fields in line with this field will also be moved down to the next

page.

RTF True/False; when True, rich text formatting may be entered in
the text field; e.g. Result{\super\ xyz} will print as Resultv=.

Text For field labels, this is the actual text that will print on the report.

TextAlignment Alignment of text within the field; LeftTop (default), CenterTop,
RightTop, etc.; helpful to keep consistent

TextDirection Direction of text within the field; Normal, Up or Down

WordWrap Allows value to wrap to second line, if needed; use with
CanGrow

If the e.Query Management Report Designer is configured in your system, clicking the
New button on the Report Designer opens the Query Designer Window, shown below,
for privileged users. The Query Designer Window displays the following three tabs that
take you through building your management report.

Design Query Tab — where you select the fields to print on your report and define the
filters to be used to select the data; displayed as the default

Preview Query Data Tab — where you can get a preview of the selected data based
on the query you created in the first tab

Report Setup Tab — where you specify a name for the report and other formatting
options

NOTE: 7o edit a query on a report that was previously created with the e.Query
Designer version, click the ellipsis at the end of the <Query Designer> field.



(' Query Designer - ) - - ' [E=E)
|
Vi b [P | Can be U§ed to add calculations
| #= to certain fields at the server i
Field Options  [nuceoL1s -] 1 SelectFieldls @ AddFuncion  |evel before data is displayed 4 L +
Data Fields Descriptions = Selections I
Il CaseAmendedComment the last amended report Co... CaseCreationDate
CaseCanceledBy user code that canceled th... PrafieDefintion
CaseCanceledDate date the case was canceled = ResultReportedStatus 3
CaseCanceledFor reason for cancelation CaseReportstatus
CaseCaseType system nternal case ientfi.. 2 CaseReviewedDate
Il CaseCaseTypeDescription description of the case type CaseReviewedBy |
CaseClnicalInformation case level cinical information CaseReviewedComment
CaseCorrectedComment the last corrected report ..
I CaseCreationDate date and time the case wa...
CaseCreator user that created the case
CaseExtemalld submitting clent's identifer...
CaseExternaPatientID submitting dlient’s identifier...
CaseltDs space delimited It of ied c...
CaseModifier user that last modfied the ...
Caselumber case number
CaseObjectld unique identifier of the case select Filters ©) 5 B  HideDuplicates
CaseOrderDate order date of the case
CaseOrderld nternal order id Fxed ( Field Operatar Value ) AND\OR
CaseOrderTime order time of the case V = ( - > - ) » anD -
CaseReopenDate fast date the case was reo... ( < casecreation... |< ~|atdecoois |y ~To -
CaseReopener last reopener of the case
CaseReopenReason fast reason the case was re... ( ~ | ProfieDefinition |IN - ) ¥ AND M
CaseReportedsy current reported by user ... ( ~ | CaseReportst.. [= ~ | FINAL ) - | AND -
CaseReportstatus current report status of th...
CaseReqhlumber requisition nurmber on the ...
CaseReviewedBy user code that reviewed th...
CaseReviewedComment comment of the reviewer
CaseReviewedDate date the case was reviewed
CaseReviewedTime time the case was reviewed
CaseReviewFlag review flag on the case
CaseSigner name of the singer of the ...
CaseSignerDate date the case was signed i
Execute Preview
i 4 -]
T v

Figure 14-2 - Query Designer Window - Design Query Tab

Design Query Tab

The Design Query Tab shown above is split into available field choices on the left and
on the right, the selected fields and filters chosen for the report. The first step in creating
a new report is to select a database View from the Field Options pick list, which offers
a subset of fields in the database to choose from to create your report. As of this writing,
the following standard Views are available in NucleoLIS. Additional views may be
created through the e.Query Data Models library.

® Physicians and Groups

* NucleoLIS Orders

* NucleolLIS (legacy)

* NucleolLIS - Billing

* NucleoLIS - Worksheets

* NucleoLIS - Worksheets Committed
* NucleoLlIS - Variants

* NucleoLIS - Constituents

* NucleoLIS

* NucleoLIS Charges

¢ NucleoLIS Outreach\EMR Orders

€.Query - Management Report Designer
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The Design Query Tab contains the following components:

Window Component

Field Options (1)

Data Fields List and
Descriptions (2)

Select Fields Building
Box (3)

Arrows (4)

Select Filters Building

Box (5)

Hide Duplicates (6)

Create Report / Save
Edits (7)

Function

This drop-down list contains a list of SQL Views configured by Psyche
based on the Psyche products you own. The options listed are named to
reflect the collection of fields they contain. For example, select NucleoLIS
for general NucleoLIS reports, NucleoLIS w\constituents when your
NucleoLIS report requires constituent data, Charges for NucleoLIS
Charges, or Physician and Groups for Physician and/or Group data.
WindoPath clients may have a longer list, including Library options. Select
the one appropriate for the report you are creating.

If the view displayed in Field Options has had a full description stored for it,
right-clicking the view name allows you to display the full description.

Once a Field Option has been selected, the Data Fields and Descriptions
are filled in the left grid according to what is defined in the selected Field
Option.

Descriptions are computer generated and can be modified by the user by
right-clicking on the description and selecting Set Column Description.
Enter a more user-friendly description in the next box.

Here is where you add the fields you want to print on your report. To add
fields, make sure the Select Fields button is highlighted and double-click the
chosen fields from the Data Fields list. They will added to the Field
Selections box, one per line in order of selection.

If you decide you want your fields in a different order after selecting them,
select the field you want to move and use the Up and Down arrows to move
it to the desired location.

Here is where you add the filters you want to select data by when running
the report. To add filters, make sure the Select Filters button is highlighted
and double-click the chosen fields from the Data Fields list. They will added
to the Field Selections box, one per line in order of selection.

At least one filter needs to be added in order to create a report and you may
have up to 18 filters saved in a single report.

If checked (default), complete duplicate rows will only print once on the
report.

When creating a new report, the Create Report button becomes available
after adding at least one filter and a Report Name. The report is then saved
and you are returned to the Management Report Designer window.

If updating a previously saved report, click Save Edits to save any
modifications made in this session.



Window Component

Add Function

Function

Click Add Function to open the Select Function window where server side
Query Language functions can be added to your query. Basic knowledge of
Query Language is helpful when adding functions.

A categorized list of functions is available for selection. The text box below
the drop-down lists displays a description of the function.

|27 Select Function
Categories  advanced » Function  [FEITEAT

isnumeric: Tests whether an expression is humeric

isnull

ishuUmetic

dba apFhSourceProfile Overdue
dbo.gpFnLastReport
HhALPluck

AAOEPIuck
SeverityDiscrepancy

GetlibranField

Definition

‘ QK | | Cancel |

The list of functions are categorized as: Date, String, Math and Advanced.
The fist 3 categories are using standard query language and would be
described in an external Query Language reference.

The Advanced Functions may include specialized functions that were
created by Psyche Systems to generate date specific for Psyche products,
among other advanced functions. The Advanced Functions include:

cast: Converts a value (of any type) into a specified datatype
coalesce: Returns the first non-null value in a list
convert: Converts a value (of any type) into a specified datatype

isnull: Return a specified value if the expression is NULL,
otherwise return the expression

isnumeric: Tests whether an expression is numeric
dbo.gpFnSourceProfileOverdue: NucleoL /S - Returns the
overdue objective for the source\profile combination passed
dbo.gpFnLastReport: NucleoLIS - Returns the selected field
on the last result report generated on a case

XMLPIluck: Psyche - Extracts values from XML based data
based on instructions. It helps to understand the XML structure
you are pulling data from. (See TM#163572)

AAOEPIluck: Psyche - Extracts answers from XML based
AskAtOrder question data

SeverityDiscrepancy: WindoPath - Calculates severity
discrepancy of two diagnosis codes

GetLibraryField: Extracts a field value from a valid application
library, physician, or user table

GetXString: Converts data stored as XML to user friendly
display. Currently only available for CanSignProfiles.

If the function requires arguments, the button next to the function drop-down
list becomes an ellipsis. Clicking the ellipsis loads the Argument builder
window, where parameters for the argument are selected and entered.

€.Query - Management Report Designer
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Window Component | Function

Other Menu

Cancel (8)

If the function does not require arguments, the button next to the function
drop-down list display a "+". Clicking the "+" adds the function.

Click OK to add the function to your list of selected fields.

Note: Previously built functions may be edited by right-clicking the function
in the Select Fields building box. The Add Function window opens for edits.

If enabled (SWR preference ManagementReports: AdHocEnabled), the
Other menu in the upper right corner of the Design Query tab allows you to
select previously created queries with Select Query. See e.Query (Data
Analysis) section for more details.

Closes the Query Designer Window without saving the report.

In the Select Filters Building Box, filter rows are added by clicking the Check Filters
button and then double-clicking the Data Field you want the report to use to filter the
selected data. Once a Data Field has been added, filters are edited by modifying the
following criteria.

Filter Criteria

First Column

Fixed

Field

Definition

To create a “pick list” for the user to select values when running the report, right-click
on the left box for the filter for which you want to add choices. The Configure Filter
window, shown below opens.

Check the Fixed box if you want this filter to be applied each time the report is run
and not give the user prompted options.

Default; start of contained expression; select blank for more complicated queries

This is the name of the field you selected by double-clicking one from the Data
Fields List.



Filter Criteria

Operator

Additional
Operators

Value

)
AND/OR

Definition

equal (=) - filters records where field contents is equal to filter value

not equal (<>) - filters records where field contents is not equal to filter value
greater than (>) - filters records where field contents is greater than filter value

greater than or equal to (>=) - filters records where field contents is greater than
or equal to filter value

less than (<) - filters records where field contents is less than filter value

less than or equal to (<=) - filters records where field contents is less than or equal
to filter value

BEGINS WITH - filters records where field contents begin with the filter value
ENDS WITH - filters records where field contents end with the filter value
CONTAINS - filters records where field contents contain the filter value

IN - to build a comma separated list (ABC,DEF); IN is used when a pick list is
created for the filter. See Configure Filter Window below

IS NULL - filters records where field contents is null or empty’
NOT CONTAINS - filters records where field contents do not contain the filter value

NOT BEGINS WITH - filters records where field contents do not begin with the filter
value

NOT ENDS WITH - filters records where field contents do not end with the filter
value

Enter the actual field value on which you want the filter to match; MIN / MAX can be
used for default date range using wide limits. Numeric values can be used for dates,
such as -365 for one year back, 0 for today.

Default; end of contained expression; select blank for more complicated queries

Use AND to apply this filter row and the next one in the query
Use OR to apply this filter row or the next one in the query

To create a “pick list” for the user to select values when running the report, right-click
on the left box for the filter for which you want to add choices. The Configure Filter
window, shown below opens.

* Set Argument Display: the prompt the user sees for this argument when running the
report. The report generator inserts spaces in logical places automatically. e.g.
ProfileDefiniton will display as Profile Definition when run.

* Set Pick List Item: When creating a limited Pick List, Pick List items may be added
to the Pick List by entering each in this field and clicking Add.

* Pick List Options: To display all possible options from which to select, click Load,
then double-click each option to add them to the Pick List on the right.

€.Query - Management Report Designer
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* Pick List: Displays all added items added to the Pick List. Check the ones you want
to be default selections.

* Use Dynamic Pick List: Check to create a Pick List of all possible values.

* Allow Multi Select: Check to allow the user to select multiple values when running
the report.

Click OK to save pick list or Cancel to exit window without saving.

5] Configure Filter: ProfileDefinition ﬁ

Set Argument Display  ProfileDefinition

Set Pick List item |

Pick List

—
[=]
o
(=

Pick List Options

*checked for default(s)

[7] Use Dynamic Pick List oK l [ Cancel
[ Allow Multi Select

Status: Ready

b

Figure 14-3 - Configure Filter Window for editing filter ‘pick lists’.

Execute Preview
Opens a Query Filter window displaying filter prompts that have been included in the
report. Once filter prompts are entered or selected, the selected report data is displayed
in the Preview Query Data Tab.

Preview Query Data Tab

Once a report query has been created in the Design Query Tab, or any time you open the
Query Designer for an enhanced report, Click the Execute Preview hyperlink to display
a preview of the report’s contents. This is useful to check that you created the report as
you intended and may also be used as a quick online lookup.

After clicking Execute Preview, the Preview Query Tab is displayed showing the
report’s data, similar to the example below.

12 & Chapter 14



Query Designer [E=EES)

Design Query| Preview Query Data | Report Setup|

CaseCreationDat P! ition ResutReportedS CaseReportStatu C: E: c
> XTAG A FINAL

3/27/2015 3:... FINAL
3/27/2015 3:... |XTAG FINAL
3/27/2015 3:... FINAL
3/27/2015 3:... FINAL
3/27/2015 3:... |XTAG FINAL
3/27/2015 3:... |XTAG FINAL
3/30/2015 8:... |XTAG FINAL
3/30/2015 8:... |XTAG FINAL
3/30/2015 11... |XTAG FINAL
3/31/2015 8:... |XTAG FINAL
3/31/2015 8:... |XTAG FINAL
3/31/2015 ... |XTAG FINAL
4/6/2015 9:3... |XTAG FINAL
4/6/2015 9:4... |XTAG
4/6/2015 9:4... | XTAG
4/7/2015 5:3... | XTAG
4/7/2015 7:2... |XTAG
4/7/20157:2... |XTAG
4/8/2015 11:... |XTAG
4/14/2015 9:... |XTAG
4/16/2015 5t...
4/16/2015 5:... |XTAG
4/20/2015 10... |XTAG
4/20/2015 10... |XTAG
4/20/2015 11... |XTAG
4/22/2015 8:... |OVCA
4/22/2015 9:... |96Comp FINAL

4/22/2015 9:... |Chromosome ... FINAL
4 meo i cma

FINAL
FINAL
FINAL
FINAL
FINAL
FINAL
FINAL
FINAL
FINAL
FINAL
FINAL
FINAL
FINAL

A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A
A

Execute Preview i
P —

Status: Ready

Figure 14-4 - Query Designer Window - Preview Query Tab

If you are satisfied with the report data extracted and displayed and this is an existing
report, you can Save Edits in the Preview Query Tab, or if it’s a new report, click the
Report Setup Tab to enter the Report Name and other optional fields.

Report Setup Tab

Most of the Report Setup Tab fields are display only or may be configured on the main
Report Designer window. Refer to the Report Parameters section on Page 2 for
descriptions on those fields.

Name*: Required field; you only need to enter the Name in order to create the report.
Once a name has been entered, the Create Report button becomes available and the
report can be saved with the current settings.

Description: Description that will be displayed on default template, if the
REPORT DESC field is present.

Full Description: optional; will print on Management Reports Report as a more
complete description of what the report generates.

Category*: Required field; defaults to General; select other Category if desired;
category allows users to sort by reports by management report category when selecting
a Management Report to run.

When Name at least is entered, click Create Report to create and save the new report or
Saved Edits to save modifications to an existing report.

€.Query - Management Report Designer
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Figure 14-5 - Query Designer Window - Report Setup Tab

-
Query Designer

[EIE)

I Design Query | Preview Query Data | Report Setup \—‘

e.Query Menus

QA_Review
Description Quality review log
Full Description |
Il Category™ General
Retired False
Orientation Portrait
Page Footer AllPages
Page Header AllPages
l Paper Size Letter I
Image (none)
Image Align CenterMiddle
Image Scale Clip
Image Show AllPages
Query Designer <Query Designer>
Args | <Argument Settings> |
Build List [False
Filter Clause
Sort Clause |
Margin Bottom 0.5
Margin Left 05
Margin Right 0.5
Margin Tap 0.5
Custom Height 0
Custom Width lo
Execute Preview
(451 rows retumed in 0 seconds) Save Edits
Status: Ready

Import Format

Allows you to select and import a Component One report file
format (XML) created from another area or installation.

Export Format Allows you to export a Component One report file format (XML)
of the current report so that it can be imported into another area
or version.

Transfer Import Library Item: Allows import of the library of

Management Reports.

Export Library Item: Allows export of the library of
Management Reports.

All Args Display

Prints all arguments used in the report format on the report for
reference.



The Report Designer Commands Menu offers many specialized options to help with

formatting the report.

Menu Option
Date [long]

Date [short]

Time [long]

Time [short]

Page

Page w\Count

Select All (Ctrl+Shift+A)
Add Computed \ Inline

Add Header

Add Template

Add Page Break
Add 2D Barcode

Add Combo Field

Add Background Image

Clear Background Image

Formatting >

Description

Inserts date in format: Day, Month date, Year (e.g. Tuesday, August
15, 2017)

Inserts date in format: mm/dd/yyyy (e.g. 8/15/2017)

Inserts time in format: hh:mm:ss AM/PM (e.g. 3:24:46 PM)
Inserts time in format: hh:mm AM/PM (e.g. 3:24 PM)

Adds page number

Adds page number of total. (e.g. Page 1 of 4)

Selects every element that has already been placed on the report

Opens a window where you can add calculations to the report.
Optionally, your system may be configured to allow inline Rich Text
Formatting configuration through this window as well. See below for
more details.

If not using templates for management reports, Add Header places
these standard header type fields at the top of the report:
REPORT_NAME, REPORT_DESC, SITE_LOGO, SITE_NAME,
SITE_ADD1, SITE_ADD2.

Templates can be used to create a series of fields that have the same
properties. You add the template, format it to what you want...bold,
larger font, etc. Then each time you add a template, it will look like the
one you just formatted.

Adds a page break at that point of the report, causing report to feed to
next page when printing.

Opens a dialog box to select the Data Field you want to configure the
barcode as.

Allows you to add a field that contains multiple data fields and
optionally literal text. In the Combo Field dialog box, select the Data
Fields and enter and add literal text. Use arrows to rearrange. Once
added, Combo Fields can be opened by double-clicking them.

Allows you to select an image file that will be used as a background for
the report, such as a light colored watermark image. You will not be
able to see the image until you print a test page. Only one image can
be added to the master report. No sub-report or dynamic inserted
report will display a background image.

Clears any background image that has been added.

Opens a submenu of formatting and alignment options when multiple
fields are selected: Set Table Row, Align Left, Align Center, Align
Right, Align Top, Align Middle, Align Bottom, Equal Height,
Equal Width, Equal Size

€.Query - Management Report Designer
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Menu Option
Add Group

Edit Groups (replaces Add
Group and Remove Group)

Description

Adding a Group inserts a sorting sub-section into the report using a
Data Field selected in the Group By window. A sub-header and footer
are created for the Group, if needed. Selecting Add group opens this
Group By window where Sort order and Keep Together are also
available.

Eq Group By I&
AdmitterCity "
AdmitterCode

AdmitterName

AdmitterPhone

AdmitterState

AdmitterStreet

AdmitterStreet2

AdmitterStreet3

AdmitterZip

CaseAbnomal

CaseAmendedComment

CaseCanceledBy

CaseCanceledDate

CaseCaszeType

CaseCase TypeCode

CaseCase TypeDescription ¥
Sort ASC -
Keep Together KeepMathing -

OK
Status: Ready

Sort: ASC = Ascending; DESC = Descending.

Keep Together:

KeepNothing: Do not try to keep the group together.
KeepWholeGroup: Keep the group header, detail, and footer together
on a page.

KeepFirstDetail: Keep the group header and first detail section
together on a page.

In Edit Groups all defined groups are displayed in the list box on the
hand side. Selecting a group from the list box displays it's properties
on the right hand side.

The properties (such as Sort, KeepTogether) can be edited as desired.
The Apply button confirms the edits and refreshes the display in the list
box

New: Adds a new group. (initiates an "Apply" operation on the
currently selected record first)

Remove: Removes the selected group

OK: Accepts the changes and passes them to the designer.
Cancel: Cancels the changes.

The Name entry field is informational (previously hidden).

Note: The Group By field can contain a computed item utilizing
VBScript.

|54 Edit Groups

S pecimenCbjectiD
Profile0bject D

4

Group By SpecimenObjectD

Hame SpecimenObjectiD

Keep Together KespMathing -
+* Apply

élatus‘ Ready




Menu Option

Remove Group

Bring To Front

Send To Back

Toggled Retired

Show Retired

Snap To Grid On

Snap To Grid Off

Conditional Formatting

Description

Removes any Group that has been inserted into the report, allowing
you to select the Data Field used in the group to remove.

Brings the selected element to the top layer of the report placing it on
top of other elements.

Moves the selected element to the bottom layer of the report placing it
under other elements.

Allows end user to retire reports that can’t be modified, such as Psyche
standard report.

Displays any reports that may have been created and retired in the
Select Format drop-down report list.

Turns on invisible grid that elements will position to making alignment
of elements easier

Turns off invisible grid for alignment of elements

If enabled, opens a window where you can build formatting statements
for data that appears on the report. See below for more details.

The Add Computed \ Inline Command allows you to create calculations and data

manipulations to fields that appear on the report. In this window you are building a query

to perform these actions and the process can be simple or very complicated.

Query functions are made available along with choices for fields and specific formatting
settings. NucleoLIS database structure is very helpful, but you may need to work with

your application specialist to achieve your final result.

The Add Computed \ Inline window contains 2 tabs: one for computed functions and
one for inline data changes and RTF formatting. In the Add Computed tab you have

the following fields:

* Common Functions and then a drop-down field to select the report field on which

to apply the common function. If the Common Functions list does not contain what
you need, use the Function Categories to select a specific function. The Add button
adds the common function to the query building box at the bottom.

Function Categories for more complicated functions and then a drop-down list to
select the specific function within that category. Once a function is selected, click the
ellipsis (...), if present, to open a second window where parameters (or arguments)
are entered specific to that function. Usually a report field is selected here. The Add
button adds the advanced function to the query building box at the bottom.

The bottom of the Add Computed \ Inline window shows available fields from the
report, a list of query syntax commands that advanced users may click to create
complicated computations, and a building box showing the actual query being built.

€.Query - Management Report Designer
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E;i Build Computed Iterms ‘757:

Furctions | Inline%A TF Formatting

Comman Functions

Sum - Sum[  Patient_City ~ 8] Add

S et eel¥es e 3. Click ellipsis to select fisld

and format (next image)

Function Categaries Function

Format - FormatDateTime e C] Add

FormatDateTime: Returns an ewalted as adate of time: /

1. Select advanced function: Format 2. select FormatDate Time frorm list of functions
D ata Fields
o [C=]) [MD] [ Sub_ ] [/Swb_] [_Red | [CGieen | [ Bue ] [<colon
Patient_Code e TR [ (T T i e Ty T (e, L —ry
F‘atienl_CleationDate <3 aR Super SSuper & b u fu i bl
Patient_Dob FormatD ateTime{ Patient_CreationDate, *1"*)
Patient_Name
Patient_Sex
Patiert_Ssn
Palieni_State Once field and specific format function selected inthe next
Patienl_Streat window 1S accepted, the query Is displayed as abowve
Patient_Zip

Status: Ready

Figure 14-6 - Build Computed Items - Functions Tab

In the example above, we are formatting a date field to use a particular date format.
Select the date field you want to format and select Add Computed \ Inline from the
Commands menu. If you don’t select a field beforehand, one will be added after the

query is built.

Following the steps shown in Figure 14-6:

Select Format from the Function Categories.
Select FormatDateTime from the list of functions.
Click the ellipsis to open the following window:

|77 Function Build Helper: FormatDateTime
Function Syntas: FormatD ateTime[date format )
Argument 1: any wvalid date expression (ke Date(] ar Mow(]]
Patient_CreationD ate

Argument 2 A walue that specifies the datedtime format to uze

Selecting the field and FormatDate Time function

1 - weekday monthname year

ok J|

Cancel

Status: Ready

Select the Patient_CreationDate field for Argument 1.

NOTE: Make sure the data you are applying the function to is compatible with the
function. e.g using the FormatDateTime will not work on a field that contains only a date.

For Argument 2, select a date format. 1- weekday monthname year was chosen.
Friday, May 01, 2020, which displays dates in the format: Friday, June 12, 2020.

Click OK from both windows to exit Function Builder, then save the report.




4 Build Computed Items '_E§
Functions InlineSATF Formatting
Search I | Patient_Sex v] Replace Text: Female
Operator: | Equals - | Replace Wwith: FEMALE
Search Far: Female SupertSub Secript MONE i St Bald &
Match Case |} Calor Hediv et ltalic m
Set Underline 1
Build
Data Field
P:t;ntlftifyi = J[aND] [ s | [ /5w ][ FRed | [ Geen | [ Ble | [ /<color |
Patient_Code e — S
Patient:Dob [« ] [0oR ][ Super ) [ /Super | [ & b u fu i A
Eat!ent_game liff UCase [Patient_Sex) = UCase ["Female'], Feplace (Patient_Sex, "Female", "{\colortbl;
atient_Sex ‘red255\greenDtbluel \redDtgreenOhblue ;a1 & "\ " & "FEMALE" & b0} & "ef2"),
Patient_Szn -
: Patient_Sex)
Patient_State
Patient_Street
Patient_Zip
(]9 ] | Cancel
Status: Ready

Figure 14-7 - Build Computed Items - Inline\RTF Formatting Tab

In the example shown in Figure 14-7 we are searching in the Patient Sex field for the
text of “Female” and replacing “Female” with upper-case “FEMALE”, while bolding
and making the text red.

With these formatting changes the report displays any patient sex not in the database as
“Female” as the field parameters dictate, but “Female” will display as FEMALE.

The formatting parameters you may set using the Inline\RTF Formatting tab include:

® Supen\Subscript
* Color of text

* Bolding text

* |talic text

¢ Underlined text

To create an Inline\RTF Format modification:

In the Inline\RTF Formatting tab, select the field that contains the text you want to
modify.

Enter the text to match and what to replace it with.

Select the formatting parameters you want to set.

Once all are specified, click Build. The query displays in the building box.

Click OK and save the report.

NOTE: When setting Inline\RTF formatting to a field, the RTF Text Display field must
be set to True. See Page 6.

€.Query - Management Report Designer
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The Conditional Formatting window allows you to add a considerable amount of
Structured Query Language (SQL) to your report to modify any of the report fields. The
window offers you a list of fields available on the report, a list of valid arguments that
may be used, and buttons to help you enter proper syntax. As fields, functions and
arguments are selected, the SQL function is built in the building box. A good
understanding of SQL is recommended, but basic formatting can be easily achieved.

The example in Figure 14-8 shows a formatting function that is set to COUNT the
number of values in the ConstituentResult column that equal “DETECTED”. If that
count is zero (0), then in the field named “NOPATH?”, display the text “No Pathogens
Identified” and give NOPATH a height of 225. If that statement is not true, such as the
count is greater than zero, display nothing in NOPATH field and drop the field height to
Zero.

The ConstituentObjectID is included with the ConstituentResult since the object ID
would always be unique and therefore the tally of DETECTED is for unique profile
constituents.

|27 Build Conditional Forrnatting Function @
[rata Fields S
dmitterCity " If Then | [ Eke = |[aND | [ Sub | [ sSub | [ Red | [ Green | [ Blue | [ /<colon |
AdmitterCod; —_ -
ot e Eleelf | [Endlf | [ fis < ) [L0R) [Swe ] [Lf5uee ) [&]) ) (e [0) [Lu] o] [ (2
AdmitterPh
DemitarSiate. If COUNT(ConstiusntObjestid, CorstiuentRiesull = "DETECTED"] =0 Then ;
Ldmittershiest NOPATH Height = 225
AdmitterShest? MOPATH Test = "Mo Pathogens |dentified”
AdmitterStieetd Else
Adm:tt::Zi:jea MOPATH. Height = 0
Casebbnomal MOPATH Test=""
CazedmendedCommment &7 .
— Erdif
Feport Section Fields
LITERAL -
BackColor -
EorderColor
CanGirow
CanShrink L
ForeColor 3
Height

Left
I arginB ottom
4 arginLeft

M arginRight
MarginTop i
oTC hd
0K Cancel
Status: Ready

Figure 14-8 - Conditional Formatting Functions Example

Chapter 14

NOTE: You must first select a data field before the Conditional Formatting menu option
is enabled on the Commands Menu.



Menu Option Description

Show Audit Opens a window of all changes that have been made to the current report
Button Operation

Add Field Adds a generic text field that can be changed to any text

Print Test Opens windows print dialog box so you can print a test of the report
Copy Makes a copy of the currently selected field

Add Image Opens a search window to locate and find an image to add to the report
Run Previews the current report design to the screen

New Clears all fields to create a new report

Save Saves the currently displayed report format

Save As Prompts for a filename to save the displayed report with a new name
Delete Deletes the currently displayed report

Close Closes the report designer

Code Description

STANDARD_MASTER NucleoLIS

gpVw Master NucleoLIS (legacy)

gpVw MasterCharges NucleoLIS - Billing

MASTER_FULL

gpVwAJIOrders
gpVwMasterWorksheets Variants
gpVwMasterWorksheets
gpVwMasterWorksheetsCommitted
STANDARD_MASTERCHARGES
STANDARD_OUTREACHLINK
exVw PhyslclanAndGroups

NucleoLIS - Constituents
NucleoLIS-Orders
NucleoLIS-Variants

NucleoLIS - Worksheets

NucleoLIS - Worksheets Committed
NucleoLIS Charges

NucleoLIS Outreach\EMR Orders

Physicians and Groups

€.Query - Management Report Designer
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An optional tool is available on the NucleoLIS Operations Menu that allows you to
query the database on-the-fly for quick statistics gathering. If enabled, selecting e.Query
(Data Analysis) opens a window that is very similar to the window you see when you

create a query in e.Query. See Figure 14-9 below.

[ Query Designer — O X
Other
Design Query  Preview Query Data Select Query
Field Options |Basic Cases v Select Fields @ Add Function + ¥ e et
Save Query As
Data Fieids Descrptions Selections
Case_AmendedComment amended comment of the case
Case_CanceledBy canceled by of the case record
Case_CanceledDate canceled date of the case recard
Case_CanceledFor canceled for of the case record
Case_CaseType case type of the case record
Case_ClearCorectedReason dlear comected reasan of the ca
Case_Cliicallnformation dinical information of the case re
Case_ComectedComment comected comment of the case
Case_CorectionRequest comection request of the case re
Case_CorectionRequestDate  comection request date of the ca...
Case_CorectionRequestTime  comection request time of the ca...
Case_CreationDate creation date of the case record
Case_CREATOR creator of the case record
Case_DataCollect deta collect of the case record Select Fitters O Hide Duplicates
Case_DocumentID document id of the case record Toed N P Vo ) DR
Case_ExtemallD extemal id of the case record
Case_ExtemalPatientID extemal patient id of the case re
Case_ICDs icds of the case record
Case_lmages case record images
Case_MODIFIER madifer of the case record
Case_NeedsComectedF needs comected f of the case re..
Case_Number case record number
Case_ObjectiD objectid of the case recard
Case_OlnitStatus o init status of the case record
Case_OrderDate order date of the case record
Case_OrderlD orderid of the case record
Case_OrderTime order ime of the case record
Close
Status: Ready

Figure 14-9 - e.Query (Data Analysis)

Chapter 14

The e.Query (Data Analysis) window includes the Design Query and Review Query
Data tabs, described earlier in this chapter. It does not contain the Report Setup tab. If
you wish to create a report, use e.Query (Design Management Reports).

In the upper-right corner of the e.Query (Data Analysis) window is the Other popup
menu that allows you to open existing queries or save new ones.

* Select Query: Selecting the Select Query menu option opens the Select Saved Query
window, shown below.

NOTE: Only the Select Query option is available when running e.Query Designer.

* Save Query: Saves any changes made to the opened query.

* Save Query As: Opens a library type window where you can name and save the
query. You can also right-click a listed query to open the query’s library window and
retire it.



Select Saved Query n

Filter Show From Reports [ | Show Retired []
Name . Description HasReport Retired Creator
» QA_Adhoc2 ! Scanon
QA_Adhoc3 Adhoc 3 False Falzse Scaron
QA _Test Testing Adhoc ... |False False Scaron
Qftest_916 Audit emor Falze Falze Scaron

Status: Ready
Figure 14-10 - Select Saved Query Window

The following are the types of queries you may access:

* Any queries that have been previously saved are listed when you open the window.
® (Click the Show From Reports checkbox to view queries that have been built into reports.
* Click the Show Retired checkbox to view queries that have been retired.

You may also use the filter field to find a query by name, if there are many queries saved.
Any user who has the privileges to run e.Query (Design Management Reports) can run
e.Query (Data Analysis).

€.Query - Management Report Designer
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This section includes a series of procedures that can be used as a quick reference to some
of the more used features in e.Query. As additional Quick Start Guides are created, they
will be added to this section.

Although these examples were created in e. Boost using WindoPath data and reports, the
principles demonstrated apply to all Psyche applications.

To create a new report, follow these steps:

Open e.Query by either clicking the e.Query icon or selecting e.Query (Management
Report Designer) from the Operations menu.

Click the New button in the lower right corner.

Select a view in the drop-down list labeled “Field Options”.

Double-click any Data Fields on the left to add as a field on the report (Fields contain
information that displays on the report). As items are selected, they appear on the
right.

Use the arrow keys to determine the order you want the information to appear on the
report.

Click the Select Filters radio button.

Double-click Data Fields to use as filters. Every report needs at least one filter (so
the report will not display every patient in the database).

Adjust the Operator and Value as needed. In the example below, these filters are
looking for (1) case was reported greater than or equal to (on or before) 8 days ago,
(2) case was reported less than or equal to (on or before) one day ago, and (3) case
current needs status is complete.

Click the Execute Preview link to ensure you are getting the data you are expecting.

Click the Report Setup tab in the upper left corner of the Query Designer Window.



Query Designer

Design Query  Preview Query Data  Report Setup '1 0

Field Options | Windopath - Full

8 3

Select Fields (®  Add Function

fthe cas...

Case_Clinicalinformation
Case_CollectionDate
Case_Collectionilessage
Case_CollectionTime
Case_COMMENT
Case_COPES
Case_CreationDate
Case_CREATOR
Case_Currentieeds.
Case_DeathDate
Case_DeathTime
Case_DiagnosisTypist
Case_DiagnosticChange
Case_Diener
Case_DigitaReview
Case_DISTRIBUTED
Case_DoubleBindPathologist

Data Fieks Descriptions
Case_CASETYPE casetype of the case record
Case_CaseTypeObject case type object of the case re...
Case_Cl Date charge relk dats

clinical information of the case .
collection date of the case record
collection message of the case ...
collection time of the case record
comment of the case record
copies of the case record
creation date of the case record
creator of the case record
current needs of the case record
death date of the case record
death time of the case record
diagnosis typist of the case rec..
diagnostic change of the case r.
diener of the case record

digtal review of the case record
distributed of the case record
doutle blind pathologist of the ..

double ofthe case ...

Case_D
Case_DoubleBindSignOutDate
Case_DoubleBindSignOutHospital
Case_DoubleBindSignOulTime
Case_Drugs

Case Evirat

double biind sign out date of the...
doutle blind sign out hospital of ..
doutle blind sign out time of the ..
drugs of the case record

eviral nftha rage racard

Selections
Patient_Name
Patient_Dob
Case_Number
Location_PhysicianNams
Case_ReportDate
Specimen_RecsivedDate

Select Filters @ 6

8

Hide Duplicates [7]

Field Operator

Value

) AND\OR

Execute Freview Q

Status: Ready

| case_Repormate  [>=

T

| Case_ReporiDate

11 Add a Name for the report.

12 Add/edit any additional options here, including report descriptions, paper
orientation, header/footer information, margins, etc.

13 Click Create Report button.

Query Designer

Design Query Freview Query Data  Report Setup

Nal

Training Report

Other

Retired

image

Description Weekly Lab Manager Report
Full Description Report contains patient name, patient DOB, case number, specimen information, case report date
Category® General
Is Standard False 12
False
Orientation Portrait
Page Footer AllPages
Page Header AllPages
Paper Size Letter
(none)
Image Align CenterMiddle
Image Scale Clip
Image Show AllPages

Stored Procedure

Library ltem

Args

Filter Clause

| <Argument Settings>

Sort Clause

Post Process

Margin Bottom 05
Margin Left 05
Margin Right 05
Margin Top 05
Custom Height [
Custom Width [

Execute Preview

Status: Ready

13 crmrpon |
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e.Query allows users to count and sum fields. In order to use the sum function, your data
fields must contain a number.

If you are looking for a total number of cases, use the count function. The count function
will add up the number of instances in a data field (in this case, the number of cases).
Trying to sum the cases numbers won’t work, as it would be trying to add non-numeric
values. For example, you cannot add S2021-0001 + P2021-0003, but you can count
S2021-0001 as one case, and P2021-0003 as the second case, etc).

To add a count total:

From the Commands menu, select Add Computed/inline.
In the Common Functions drop-down list, select Count.

In the Count drop-down list, select the field you want to count (in the example below,
it is Case_Number, which will count the number of cases).

Click the Add button.

Note the SQL statement that was populated in the box at the bottom. There should
not be a need to change it.

Click OK.

Build Computed ltems *

Functions  Inline\RTF Formatting

Common Functions 2 3 4

Count ~ Count ( |Case_Number v| ) | Add |

Count: Count of records in the group with nen-null values. Use an asterisk for the expression to include all records.

Function Categories Function

Aggregate - Sum | || Add

Sum: Sum of all values in the group.

Data Fields

= AMD Sub ISub Red Green Blue l=color=
Casze_Number
Case_ReportDate = OR Super msoper || & | [ [ol[m]| ol [m|[illa

Location_PhysicianName
Patient_Dob
Patient_Mame:
Specimen_ReceivedDate

Count(Case_Mumber) 5

6 OK Cancel

Status: Ready

The Count will be added as a data element. In the example below, the Count was
moved to the Group Footer, so the count of the cases will appear in the footer of each
group




Header

© .
Windofath Er Training Report
The E r oy | ! Milford MA weekly lab manager repaort

PageHeader
GroupHeaderD Location_Physdaniame (Loation_PhyscianName)
Location_PhysicianName
Fubient H e Batient Dob CaseNumber  Case Report Date
Dedail
Patient_Name Fatient_Dob Case_MNumber Case_ReportDate
GroupFooted Location_Physcanieme (Looaton_PhyseisnName)
Count
(Case_Number)
PageFooter
Now()  Mow( "Page " & [Page] &
Footer
<ALL ARGS>
. X "
WindoPath Xt Training Report
Tha End-to-End Laboratory N Miford W& weekly lab manager repor
Bloch, Bertie F.
Eatient Name Patient Dob CaseNumber  CaseReportDate
Tocbit, Malena C. 1956-11-15 52016003191 2016-05-25
Torbit, Malena C. 1956-11+15 52016003181 2016-05-25
2
Fare, Nickole V.
Eatient Hame Patient Dob CaseMumber  CaseReportDate
Nero-Bdasko, Demetrius 1953-10-26 F2016-000246 20160707
1
Kreutzer, Lindsay
Vbt Lanw: Patient Dob CaseNumber  CaseReportDate
Eastes-Schaarschmidt, 19740521 F2016-000141 2016-04-18
i
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A A~ WON =

~N O

QS - Calculating Time Between Two Dates

To calculate the amount of time between two dates, use the Date
Differential function.

From the Commands menu, select Add Computed/Inline.

In the Function Categories drop-down list, select Date.

In the Function drop-down list, select DateDiff.

Click the ellipsis button.

For Argument 1, select the interval you want to see for the amount of time between
the two dates (how many years, days, hours, etc between the two dates).

Select the starting date field in the drop-down list for Argument 2.
Select the second/end date field in the drop-down list for Argument 3.
Click OK.

Build Computed ltems *

Functions  Iniine\RTF Formatting

Common Functions

Sum ~ Sum ( |CaseReceivedDate v| ) Add

Sum: Sum of all values in the group.

Function Categories Function 4
2 [pate v 3 [DateDiff | Add
DateDiff: Returns the number of intervals between two dates
Function Build Helper: DateDiff ‘ *
Function Syntax: DateDiff(interval date1,date2)
Data Fields
- lor=
CaseReceivedDate
CaseSignoutdate Argument 1: the interval you wantto use to calculate the differences Ji
F_wpDateDiff_1
PatientCode
d-Da
PatientDOB [8-Day ) ]
Patienthame
VigitCode Argument 2: first date
VisitCreationDate
| CaseReceivedDate 6 w |

Argument 3: second date

7 | e

Status: Ready

8 oK Cancel

Status: Ready

9 Note the SQL statement is created based on your selections.
10 Click OK.



2] Build Computed ltems s

Functions  |niine\RTF Formatting

Common Functions

Sum ~ Sum ( |CaseReceivedDate vl ) Add

Sum: Sum of all values in the group.

Function Categories Function

Date o DateDiff - | El Add

DateDiff: Returns the number of intervals between two dates

Data Fields

CaseReceivedDate
CaseSignoutdate
F_wpDateDiff_1
PatientCode DateDiff( "d", CaseReceivedDate, CaseSignoutdate
PatientDOB R : 59
Patienthame
VisitCode
VisitCreationDate

= AND Sub 1Sub Red Green Elue I=color=

== OR Super 1Super & - b Ib u fu i fi

1 0 oK Cancel

Status: Ready

11 The data element of DateDiff appears in your workspace. Move it to where you want
it to display on the report.

12 Add a header or label as desired by using the Add Field button in the lower left corner
of the window.

Il.lindo?oth 25 Birch Street Date Differential Report

The End-to-End Laboratory LIS Solution Mitord BA

FageHeader

B f i ¥ - B
PDetail .

| . r= = " DateDiff{ "d",
[ase_Number Location_Physidania Case_SignOutDate  Case_ReceivedDate Case_RecelvedD
PageFooter

How() Now) “Page” & [Page] &

Footer

€.Query - Management Report Designer



Sorting Data

1
2
3
4
Example A
Example B
5
30 . Chapter 14

QS - Sorting and Grouping Data

Once a report is created, you can sort the data to appear in the order you want. Sorting
will re-order the existing data in whichever way you choose.

To sort data on your report:

From the e.Query Designer window, click in the empty gray space to see the e.Query
Reports options panel.

Find the Data — Post Execution section and click in the Sort Clause field.
Click the ellipsis button to open the Edit Sort Clause window.

The left will display all data currently selected on your report. Double-click any data
points you want to sort by. For example, if you want to sort all data alphabetically by
patient name, see example A below. If you want to sort by Case Report Date, and then
sort secondarily by Case Number, see example B below.

B edit Sort Clause 4

Options Selections

<@ Case_ReportDate_1» Patient_Name ASC
<@ Case_ReportDate_2»

«@mukiCase_Currentieeds_3»

Case_Number s
Case_ReporiDate

Location_PhysicianName

Patient_Dob

Specimen_RecaivedDate

[

|AsE v| OK Cancel

Status: Ready

[E) Edit Sort Clause Y

Options Selections

«iCase_ReporiDate_1> Case_ReporiDate ASC

«{@Case_ReporiDate_2» Case_Number 450
«@mukiCase_Currentesds_3» t+
Location_PhysicianName &
Patient_Dob

Specimen_RecevedDate

Patient_Hame

ASC v| oK Cancsl

Status: Ready

Use the arrow buttons to indicate the order you want the information to be sorted.



Grouping Data

Use the ASC or DESC drop-down to determine if it will be sorted ascending (smallest
to largest or alphabetically) or descending (largest to smallest, or reverse
alphabetical order).

Click OK.

Data on your report can also be grouped. Unlike sorting, which simply re-orders the
data, grouping will separate data according to how a group is set up. Sorting will still
apply within groups. In order words, if you group by Submitter, but sort by Report Date
and Case Number, each time you have a new Submitter listed, the data will be sorted by

Report Date, and then Case number.

To create a group:

1  From the Commands menu, select Add Group.

2 A Group By window appears. Select the Data Field by which you want to group the

data.

3 Select ASC or DESC to determine if you want the information to appear in ascending

or descending order.

4 Select appropriate Keep Together option, as desired.

5 Click OK.

In the example below, the report was grouped by submitter (in this view, it is labeled as

Location_PhysicianName)

Before Group

Header

WindoPath

25 Birch Street Training Report
LI Iy Miford MA weekly lab manager report
PageHeader
Patient Name Eatient Dob Case Number Location Physician Case Report Date
Detail
Patient_Name Patient_Dob Cage_Number Location_Physidania Case_RepofDate
PageFooter
Now() MNow() "Fage” & [Page] &°
Foofer
<ALL ARGS>

€.Query - Management Report Designer
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After Group

Header
H . =im
WindoPath Training Report
The End-to-End Laboratory itian Mifford MA W’E‘Ekl}" lab manager I'EpOI‘t
PageHeader
GroupHeaderd Lacation_PhysiciznMame [Location_PhysicizanName)

| ocation_PhysicianName
Patient Name Patient Dob CaseNumber  Report Date

Detail

Patient_Name Patient_Dob Case_Mumber Case ReporDate

GroupFooterd Location_PhysicianMame [Location_PhysicianName)

Use the Group Header and Group Footer to place data that will only appear once per
group. In the example below, the submitter data field (Location PhysicianName) was
moved into the Group Header. That way, instead of appearing once per line of data, it

will appear once per group of data.

Before Group

25 Birch Strest
Miferd MA

Illindol'al:l_l_'

The En Endl Laboratory Lition

Training Report
weekly lab manager report

Patient Hame PatientDob  CaseNumber  Location Physician
Torbit, Mdena C. 1956-11-15 52016-003191 Bloch, Berfe F.
Torbit, Mdena C. 1956-11-15 S0 16-003191 Bloch, Berfie F.
Mero-Bdako, Demetrius 1959-10-26 F2016-000245 Fare, Nickole V.
Eastes-Schaarschmidt, 1974405-21 F2016-000141 Kreutzer, Lindsay
Kaffka, Gustawo L. 1948-11-02 52016-005357 MNunery Murril,
Lighter, Leonardo 2017-11-20 52017003204 MNunery Murril,
Kocka, Kieth V. 1958-09-09 S5017-007225 Munery Murril,

Case Report Date

2016-05-25
2016-05-25
2016-07-07
2016-04-18
2016-05-01
2017-05-22

2017-11-21




After Group
WindoPath

Thea End-to-End Laboratory L

Bloch, Bertie F.
Patient Name
Torbit, Maena C.

Torbit, Mdena C.

Fare, Nickole V.
Patient Hame
MNerg-Hadasko, Demetrius

Kreutzer, Lindsay
Patient Name
Eates-Schaarschmidt,

Munery -Murrill, Racheal

Kaffka, Gustavo L.
Lighter, L eonardo
Kocka, Keth V.
Trover, Vi B.

Trower, Vi B.

Pamot, Marquita

Bourrane, Wilson

Bourrane, Wilson

25 Birch Street Training Report
I Mitord WA weekly lab manager report
Patient Dob CaseNumber Case Report Date
1956-11-15 S52016-003191 2016-05-25
1956-11-15 52016003191 2016-05-25
Patient Dob CaseNumber Case Report Date
195%-10-26 F2016-000245 20160707
Patient Dob Case Number Case Report Date
197405-21 F2016-000 141 20160418
Patient Dob Case Number Case Report Date
1948-11-02 S0 16-005357 2016-05-01
2017-11-20 S2017-003204 2017-05-22
1958-09-09 S017-007225 201711-21
1929-10-30 S2018-000126 20180109
192%-10-30 52018-000126 20180109
Patient Dob Case Number Case Report Date
1996-09-18 S2017-005173 2017-08-17
1996-09-18 52018-001401 20180306

€.Query - Management Report Designer
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Chapter 15
Run Management Reports

NucleoLIS is delivered with several management reports used for managing your lab.
The Run Management Reports operation is how you run these specialized reports.

BS

Management Report Window

You access management reports by clicking the Run Management Reports icon from the
operations tool bar or menu. These reports will help to give the information needed for
daily work flow and cumulative summaries.

[ File Opentions  Window

ERSENBEOEX

Cotegony Gl Report. [T - R AH OB ®esw D@ 0m v

mmm
uuuuuuuu

Status: Ready

Figure 15-1 - Management Reports Window

How to Execute a Management Report

1 Select a report Category and Report in which to execute. (Reports are grouped by
various categories in accordance with the report’s objective: Abnormal, General,
Library, Results. Other categories may be defined.)

2 Click the execute report menu item. |3

You may be prompted to enter parameters (such as date ranges) that serve to limit
the reports data. The report displays in the window.

Run Management Reports
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Click the Save icon to save the report. |l
PDF, HTML, and XLS are supported.

Click the Print icon to print the report. =

Use the arrows to navigate the pages of the report. 4 4 = #§

Select single or multiple page layout. D] @

Apply a Zoom factor to increase or decrease the display size of the report.

Save existing report in .XML format.
Export existing report and save to desktop.

Import using the Transfer tab in Outreach Manager under Design Management
Reports, find the file and save it.

Or click on the Export button in the Management Report window to Export.
Files will be exported in .csv format.

NucleoLIS is installed with a standard report that lists a// the standard reports provided
with your system, along with the report descriptions. This is very useful when learning
what each report includes and deciding which you want to use.

To generate the Management Reports report, select the Library Category and the Report
name of Management Report. The Management Report will list the following for each
report in the system, if available.

Report Name

Report Category

Report Description

Report Full Description

Figure 15-2 shows a current sample of the Management Report.



Psyche Systems
25 Birch Street
Milford, MA 01757

Management Reports

Report Name

Abnormal Cases

Abnormal Constituent
Rates By Constituent

Abnormal Constituent
Rates By Source

Abnormal Constituents

Abnormal Constituents
By Source

Abnormal Profile Rates
By Profile

Abnormal Profile Rates
By Source

Abnormal Profiles

Abnormal Profiles By
Profile

3/14/2017

Report Category

Abnormal

Abnormal

Abnormal

Abnormal

Abnormal

Abnormal

Abnormal

Abnormal

Abnormal

R Descripti

Abnormal Cases

Abnormal Constituent Rates By

Abnormal Constituent Rates By

Abnormal Constituents

Abnormal Constituents By

Abnormal Profile Rates By

Abnormal Profile Rates By

Abnormal Profiles

Abnormal Profiles By Profile

R Full Descripti

Displays all Final or Corrected cases that are deemed
abnormal. The report can be filtered at runtime by and
range of report dates, submitting group(s) or case type(s).
This report is sorted by report date.

Displays a count and percentage of abnormal constituents for
Final or Corrected cases. The report can be filtered at
runtime by and range of received dates, submitting group
(s),profile(s), profile Type(s), and reportable only. This
report is grouped and sorted by constituent description.

Displays a count and percentage of abnormal constituents for
Final or Corrected cases. The report can be filtered at
runtime by and range of received dates, submitting group
(s),profile(s), profile Type(s), and reportable only. This
report is grouped and sorted by specimen source description.

Displays all reportable abnormal constituents for Final or
Corrected cases. The report can be filtered at runtime by
and range of received dates, submitting group(s), case type
(s), profile(s) or constituents. This report is sorted by
received date.

Displays all abnormal constituents for Final or Corrected
cases. The report can be filtered at runtime by and range of
received dates, submitting group(s),profile(s), profile Type
(s), and reportable only. This report is grouped by specimen
source description and sorted by received date

Displays a count and percentage of abnormal profiles for
Final or Corrected cases. The report can be filtered at
runtime by and range of received dates, submitting group
(s),profile(s), profile Type(s), and reportable only. This
report is grouped and sorted by profile description.

Displays a count and percentage of abnormal profiles for
Final or Corrected cases. The report can be filtered at
runtime by and range of received dates, submitting group
(s),profile(s), profile Type(s), and reportable only. This
report is grouped and sorted by specimen source description.

Displays all reportable abnormal profiles for Final or
Corrected cases. The report can be filtered at runtime by
and range of received dates, submitting group(s), case type
(s), profile(s) or constituents. This report is sorted by
received date.

Displays all abnormal profiles for Final or Corrected cases.
The report can be filtered at runtime by and range of
received dates, submitting group(s),profile(s), profile Type
(s), and reportable only. This report is grouped by profile
description and sorted by received date

Page 1 of 4

Run Management Reports
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Chapter 16
e.Monitor - Process Monitoring

e.Monitor is a software module designed to watch your system processes, display
indicators noting there’s a problem, and notify the system manager with alert displays
and email notices of any issues. Processes that may be monitored with e.Monitor
include, but are not limited to: email delivery, Fax delivery, Outreach orders to LIS, LIS
results to Outreach, WindoPath Results and EMR Connections status. You may view the
status of running processes at any time through the e.Monitor window, which also
allows you to drill down to view details about the specific process.

By getting notifications from e.Monitor, you can troubleshoot and resolve issues
quickly. The processes displayed in e.Monitor by default are basic internal processes,
such as faxing, email processes, etc., including the process that monitors them. Interface
monitoring is available as an add-on module.

In recent versions, the ability to “hide” processes, which you might want to do for those
processes that don’t need much attention, has been added to e.Monitor, along with being
able to stop and start certain processes. These are described later in this chapter.

Once enabled, e.Monitor is available from within any e.lixa product: NucleoLIS,
MicroPath, e.Outreach, and e.Boost, by clicking the e.Monitor icon, shown on the left,
in the product toolbar. The e.Monitor window shown in Figure 1 opens within the
current product window.

e.Monitor - Process Monitoring



e.Monitor Window

Once the e.Monitor window opens, there are two tabs available to access different

processes (or plugins). The Processes window displays initially as the default and the

second tab displays any active EMR interfaces that have been installed and enabled.

e.Munilor

Processes | EMR

oo ]

it e

Delivery Distrbution Monitor

Last Updated
1/29/2018 2:31 PM

Seconds

D:H:M:5

0:00:37:20

DatabaseName

NucleoLI5_QA 2014

Email Agert 1/29/2018 3:08 PM 23 NucleoLIS_QA 2014
. EMR Connection Monitor 7200 1/25/2018 2:30 PM 2297 0:00:38:17 NucleoLIS_GA 2014
. EMR Copy To Agent 500 1/29/2018 3:02 PM 354 0:00:06:34 NucleoLIS_QA 2014
. Fax Integration 30 1/29/2018 3:08 PM 17 0:00:00:17 NucleoLIS_QA 2014
. Fa Status 30 1/25/2018 3:.08 PM 22 0:00:00:22 NucleoLIS_QA 2014
. Interface Log Purge 3600 1/25/2018 2:32 FM 2209 0:00:36:49 NucleoLIS_GA 2014
. MNucleoLlS Outreach Orders 5 1/29/2018 3:08 PM 2 0:00:00:02 NucleoLIS_QA 2014
. MucleollS Outreach Results 5 1/29/2018 3:09 PM 1 0:00:00:01 NucleoLIS_QA 2014
. Process Moritor 60 1/29/2018 3:.09 PM 3 0:00:00:03 NucleoLIS_GA 2014

Status: Ready

Figure 1 - e.Monitor Process Window

Chapter 16

The Processes tab displays the status of faxing, email processes, etc., including the
process that monitors them. Interface monitoring is available as an add-on module.

EMR tab displays all installed EMR interfaces and their status.

The original sorting in the e.Monitor window is by Code/process name, but could be
sorted by any column by clicking on the column header. Columns can be resized and will
maintain those sizes when you exit and return within that session.

Hide/Show processes from view

From the e.Monitor process window, you may hide, show and remove processes from
view by right-clicking on a process row and selecting an option from the menu. This
assists in maintaining a simpler display for general daily monitoring.

* Hide: Removes the process from display in the e.Monitor window, but keeps it
running. Hidden items will continue to be monitored by the Process Monitor.

* Show: Available on any process when a process was previously hidden. The Show
menu includes a sub menu of each currently hidden process.

* Remove: The Remove option should only be used for processes that are no longer
valid items. If an item is removed, and is an active and valid process, the item will be
added back to the list the next time the process runs. Removed menu items are NOT
monitored by the Process Monitor.



If enabled, background processes that are controlled by the Psyche BackBone Service
may be stopped, started or restarted (stop, then started) from e.Monitor.

These process are identified in the e.Monitor window by right-clicking the process and
opening the context sensitive menu for that process. which will include the following
menu options after Hide and Show:

® Start: Starts the current process
® Stop: Stops the current process.
* Restart: Stops, then Starts the current process; takes longer than start or stop.

NOTE: This functionality is not available for all processes seen in e.Monitor. Processes
that run as windows services (traditional interfaces, for example) do not support this
functionality.

Processes that may be stopped, started or restarted from e.Monitor include the
following. More may be added in later revisions.

* Delivery Distribution Monitor
* eBoost Maintenance

* Email Agent

¢ EMR Connection Monitor

* EMR Copy To Agent

* Fax Integration

* Fax Status

* Interface Log Purge

* NucleoLIS Outreach Orders
* NucleoLIS Outreach Results
* NucleoLIS Ref Lab Orders

® Qutreach Maintenance

* Process Monitor

Stop/Start/Restart menu items are enabled and disabled according to the process’s
current state. For example, if a process is known to be enabled, Stop and Restart will be
enabled. If a process is known to be disabled, only Start will be enabled.

A process’s current state is not always in sync with the Green\Red\Yellow indicators in
e.Monitor. For example a row may display a Red indicator, yet be enabled. (This
scenario is indicative of a problem)

Activating Stop/Start/Restart

Once one of the menu items is initiated, the request launches a progress bar, which is
used to communicate that work is in process and the status of the request to the user.
The progess bar should not be closed giving the process a chance to complete.

When complete, the progress window indicates "Request Ended"” followed by the
outcome of the request.

* "Request Ended (Compete)" which indicates success.

* "Request Ended (Expired)" indicates that the Backbone did not respond within the time
allocation (set at 2 minutes). Expired does not necessarily indicate failure, but likely does.

e.Monitor - Process Monitoring
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To check the status of the process on which an action was attempted, you can right-click
on the process to see the available actions at that point. For example, if the process has
started, Start will not be an option.

A database refresh of the e.Monitor window is executed upon closing the Progress
window.

The process plugins available for display in e.Monitor can be categorized into three
categories, as shown in the list below. Interface monitoring is available as an add-on
module. The actual list of processes (or plugins) seen in the e.Monitor window depends
upon what is installed and configured on your system and enabled.

Watch other processes making sure they are working as intended

Delivery Distribution Monitor
Monitors the delivery of faxes and emails, whether reports or alerts; sends alerts
when there’s a failure to send

EMR Connection Monitor
Monitors the status of enabled EMR Connections and sends alert notices when there
1S an issue

EMR Copy To Agent
Monitors the process that handles Copy To reports

Interface Log Purge
Monitors the process that purges interface logs

Process Monitor
Monitors the health of all the other plugin processes and sends alert notices when
there’s an issue.

Plugins that manage delivery of faxes, email, and printed reports.

Email Agent
Monitors the delivery of all emails

Fax Integration
Executes the faxing of reports via Interfax

Fax Status
Monitors the status of delivered faxes to Interfax until deemed successful

May include various types of interfaces

NucleoLIS Outreach Orders
Monitors the process that sends orders from Outreach to NucleoLIS

NucleoLIS Outreach Results
Monitors the process that sends results from NucleoLIS to Outreach

NucleoLIS WP Link Orders
Monitors the process that sends orders from WindoPath to NucleoLIS

Any instrument or device interface you have may be listed, if configured.



* Status Indicator - The name of each process is preceded by a color indicator as
described below to make identifying issues easier.

Indicator Color |What it means

Green Indicates that the process has last run at the predefined interval

Yellow Indicates the process has not run within the predefined interval, but it is within
the allowed grace period percentage (usually 5 min)

Red . Indicates the process has not run within the predefined interval or allowed grace
period percentage (usually 5 min); action should be taken

Blue . Indicates the process uses a non-numeric interval, such as Monday, Tuesday

* Code - Name of the Plugin Process

 Interval - Number of seconds that plugin is configured to run; when starting or
stopping a process, the interval must pass before the indicator reflects the change.

* Last Updated - Date/time the process last ran

e Seconds - Number of seconds since last time Process ran

D:H:M:S - How long ago the process last ran (days:hours:minutes:seconds)

The Binoculars button can be used to perform a refresh of the available EMR Clients
display or checking the Auto-Refresh checkbox will automatically refresh the display
every 15 seconds.

You may drill-down to view more details on a process by double-clicking that process
row. Depending on the process, either the Delivery Monitor window opens or the
Interface log window.

The Delivery Monitor window, shown in Figure 2, opens when you double-click one of
the processes listed below.

The difference between each window display is that filters are filled in to sort and only
display data significant to that particular process.

* Delivery Distribution Monitor: opens the Delivery Monitor window with filter
fields set to display Delivery Distribution Monitor emails sent

* EMR Connection Monitor: opens the Delivery Monitor window with filter fields
set to display EMR Connection Monitor emails sent

* EMR Copy To Agent: no details to display currently
* Interface Log Purge: no details to display currently

* Process Monitor: opens the Delivery Monitor window with filter fields set to display
Process Monitor emails sent

* Email Agent: opens the Delivery Monitor window with filter fields set to display all
emails sent

e.Monitor - Process Monitoring



* Fax integration: opens the Delivery Monitor window with filter fields set to display

faxes sent
* Fax Status: opens the Delivery Monitor window with filter fields set to display faxes
sent
r Delivery Monitor E‘QE
StertDate  1/14/2018 [J=  Delivery emaL L] Remark Delivery Distnbution Monior Fending Only (& |
EndDate 2/ 1/2018 [~  Application  System Morilor [:]\ Filters are used to select data Clear Filter | | Resend | [ Cancel |

significant to the plugin process

Delivery Requested Delivery Attempted

Delivery Message

Successful
Successful

Application -[r)::ew Destination Remark

System Monitor EMAIL ivyf@psychesystems.com.suec... | Delivery Distibution Monitor
System Monitor ivyf @psyct com.suec... | Delivery Distribution Monitor

1/18/2018 117 PM 1/18/2018 117 PM

Successful

System Moritor ivyf @psyct com suec | Delivery Distribition Montor

1/18/2018 11:53 AM 1/18/2018 1:03 PM

Successful

System Monitor vy @psyct COM,SUEC Delivery Distribution Monitor

1/15/2018 11:02 AM 1/15/2018 11:03 AM

Successful

System Monitor ivyf @psyct com,suec... |Delivery Distribution Monitor

1/15/2018 8:02 AM 1/15/2018 8:03 AM

Successful

System Monitor ivyf @psychesystems com,suec... | Delivery Distibution Monitar

Status: Ready

Figure 2 - Delivery Monitor Window - opened from Delivery Distribution Monitor process

Chapter 16

Delivery Monitor Window Columns

Field or Button
Delivery Requested

Description

Date/Time the process received the distribution request

Delivery Attempted

Date/Time the process attempted to distribute the request

Delivery Message

Varying messages, such as Sent, Successful, Canceled by x,
or failure error message

Application Depends on what applications you have installed: NucleoLIS,
EMR II, Outreach, WindoPath, etc.

Delivery Type One of the following delivery methods: Email, Fax (Interfax),
Print, RFAX (RightFax)

Destination Email, printer, or Fax number

Remark Report messages include the case number, destination, report

status; other messages may include process name; Remarks
are filled in from monitor processes to limit transactions related
to that process. For example, when you drill down to details for
the EMR Connection Monitor, the remark field is filtering
records with the remark “EMR Connection Monitor”.



With the fields at the top of the Delivery Monitor window, you can filter the
display by any or a combination of the following:

Start Date / End Date: Used to limit the display to a specified date range.

Delivery: Click drop-down box to select one of the four available delivery methods:
Email, Fax, Print, RFAX (RightFax).

Application: Click drop-down box to select one of the possible applications
installed, such as NucleoLIS, Outreach, EMR II.

Remarks: Text can be entered to filter specific messages, such as doctor or group
name.

Pending Only: Click checkbox to filter pending distributions only.

Delivery Monitor Window Buttons

Interface Log Window

Binoculars: Start search, as in throughout the NucleoLIS program.
Clear Filter: Clears any selected filters applied and refreshes display.

Resend: The Resend button is used to resend a report or transaction. Highlight the
specific record and click Resend to submit it again.

Cancel: The Cancel button is used to stop a transaction that was just resent. If a report
has been queued and is in the process of being resent, Cancel will stop the process.

The Interface Log window, shown in Figure 3, opens when you double-click one of the
processes listed below or any configured interface process. For example:

NucleoLIS Outreach Orders: opens the Interface Log window with filter fields set to
display Outreach Orders that were sent to NucleoLIS (or any LIS)

NucleoLIS WP Link Results: opens the Interface Log window with filter fields set to
display NucleoLIS WP Link Results that were sent to WindoPath

[5] Interface Log = | B ||
SetDate 11/ 22017 G- Imerce Type  HameoLls Oureach Orces || Patient Code ()] Filters may be used to [ & |
EndDate 2/ 1/2018 [+  CaseMumber = Visit Code (] drill-down to specific

messages lear Filter

ObjectiD CrestionDate UpdateTime Type PatientCade VistCode CaseNumber o Commerts B
» 21720181142 . |2/1/2018 11:42 .. | NucleoLIS Outre. | 301437314 01437916 01437919 <ROWS3<OBJE Successiul
01437756 2172018 1041 .. |2/1/2018 1741 ... | NuckeeLS Outre... | 301437737 01437738 01437739 < Sucesssiul
258771412 1/23/2018 118 . |1/23/2018 118 .. | NuckeoLIS Ouire... | 288771370 298771374 258771378 Successiul
292425402 1/22/2018 1118 | 1/22/2018 11:18... | NucleoLIS Outre... | 231734357 298425390 292425391 Successiul
298422267 1/22/2018 11:04... | 1/22/2018 11:04... | NuckeoLIS Ouire... | 265856452 298422256 298422261 Sucesssiul
257155348 1/18/20182:45 . | 1/18/2018 245 .. | NucleoLIS Ouire... | 291734587 297165329 257155330 Successiul
2971144% 141872018 11:17.. | 1/12/2018 11:17... NucleoLIS Outre... | 257114380 297114381 297114282 Successiul
297096248 1/18/2018 952 .. |1/18/2018 :52 .. | NuckeoLIS Ouire... | 297096240 297096241 297096242 Sucesssiul
296117720 1/16/20188:37 . | 1/16/2018 8:37 .. | NucleoLIS Outre... | 34567 295158454 295158455 Successiul

296079577 1415/20186:46 . | 1/15/20186:46 .. | NucleolIS Outre... | 296079553 296079560 296079562 Successiul 3
295198463 1/12/2018 1:38 .. |1/12/2018 1:38 ... |NuckeoLIS Ouire... | 34567 295198454 295198455 Sucesssiul
254365501 1411/2018 1238 . | 1/11/2018 12:38... | NucleoLIS Outre... | 34567 294885474 294365475 Successiul
292891626 1/8/2018 705 AM | 1/8/2018 705 AM | NucleoLIS Outre. .. | 373087 292831595 292891601 Successiul
292166806 1272018 11:26 .. |1/2/2018 11:26 .. | NuckeoLIS Oulre... | 292166484 292165485 292166486 Sucesssiul
291716148 12/28/2017 7.05... | 12/28/2017 705... NuckeoLIS Ouire... | 116821336 291716111 251716122 Successiul
291204225 12/27/20172:08.. | 12/27/2017 2:08... NucleoLIS Outre... | 265856452 291204185 291204187 Successiul
290891629 12/26/2017 218... | 12/26/2017 Z:18... | NuckeoLIS Oulre... | 265856452 2908971614 290891615 Sucesssiul
285262660 12/21/201710:2.. | 12/2172017 10:2... NucleoLIS Ouire... | 116521338 289062630 285262637 Successiul

289257120 12/21/2017853.. | 12/21/20178:59... | NucleoLIS Outre... | 145663322 289257097 289257100 Successiul B
287226329 12/14/2017 9:47... | 12/14/2017 9:47... NuckeoLIS Ouire... | 267226317 287225318 287226719 Sucesssiul
286987523 12/13/201710:1.. | 12/13/2017 10-1.. | NucleoLIS Ouire... | 286481778 288481777 286481785 Successiul
286724358 12/12/20175:08... | 12/12/2017 8:08... | NucleoLIS Outre... | 286734343 285724950 286724351 Successiul
286180768 12/8/2017 10:22.. | 12/8/2017 10:22... | NuckeoLIS Ouire... | 266180760 286180762 286180763 Sucesssiul
284158641 1173072017 713.. | 11/30/2017 713... | NucleoLIS Cuire... | 28418631 284158632 284158634 Successiul
281936425 172072017 857, | 11/20/2017 &:57... NucleoLIS Outre... | 281336410 281936411 281936412 Successiul

Status: Ready

Figure 3 - Sample Interface Log Window - opened from NucleoLIS Outreach Orders process

e.Monitor - Process Monitoring
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Field or Button
ObjectID
Creation Date
Update Time
Type

Patient Code
Visit Code
Case Number
Message Sent

Message Received

Message Status

Comments

Description

Internal record identification number

Date/Time the transaction was received by the interface
Date/Time the record was updated, if appropriate

Type of interface, such as NucleoLIS Outreach Results
Patient identification code of transaction

Visit identification code of transaction

Case number of transaction

Message that was sent; clicking in cell displays raw message

Message that was received; clicking in cell displays raw
message

Status of transaction, such as Successful or Pending

Any additional comments from interface

» Start Date / End Date: Used to limit the display to a specified date range.

* Interface Type: Click drop-down box to select one of the available interface types.

e (Case Number: Enter a case number to limit transactions to that case.

» Patient Code: Enter a patient number to limit transactions to that patient.

¢ Visit Code: Enter a visit number to limit transactions to that visit.

* Binoculars: Starts search, as in throughout the NucleoLIS program.

* Resend: The Resend button is used to resend a transaction. Highlight the specific
record and click Resend to submit it again.

* Clear Filter: Clears any selected filters applied and refreshes display.

NOTE: The Resend feature is not available for all interfaces and transactions. If not
available, the Resend button will be dithered.



EMR Window

The list of EMR interfaces seen in the e.Monitor EMR tab depends upon what EMR
and/or AutoPrint connections you have installed, configured and enabled on your
system. Figure 4 shows an e.Monitor EMR window with one client having passed status
checks and one that has not.

Processes | EMR

[ 85 Daorsren

Status  Code

Cliert appears to have been stopped

> PHY False
'@ | F— 2000

Status: Ready

Figure 4 - e.Monitor EMR Window

EMR Window Columns

 Status Indicator - The code of each EMR client is preceded by a color indicator as
described below to make identifying issues easier.

Indicator Color

Green .

What it means

Indicates that the process has last run at the predefined interval

Yellow

Indicates the process has not run within the predefined interval, but it is within the
allowed grace period percentage

Red .

Indicates the process has not run within the predefined interval or allowed grace
period percentage or EMR Interface has had one, or more, failures; action should
be taken

* Code - Code for the EMR Client
* OK - All connection checks have passed; True/False

* Message - Message regarding current status; e.g. “Client connection OK”, “Client
appears to have been stopped”.

¢ Version - Version number of EMR interface for that client

The Binoculars button can be used to perform a refresh of the available EMR Clients
display or checking the Auto-Refresh checkbox will automatically cause a refresh every

15 seconds.

Double-click a client row to open the EMR Client Details window for that client.

e.Monitor - Process Monitoring
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EMR Client Details Window

The EMR Client Details window is separated into two sections. The top section includes
all the Transaction Activity that has occurred for that EMR. Various filters are available
to sort the transactions to what you want to see. The bottom section of the window
displays Pending Reports, if there are any. In times of high volume, you are more likely
to see pending reports.

[ EMR Client Details [= =] = |
Client[Smith, Tm Pay SMITH/PSY =] StrtDate 11/ /2006 [~ EndDate & 172017 @+ [ & |

[TRANSACTION ACTIVMITY]  Include Return As Clients Transactions Only Filter CaseNumber « Criteria

Event Date Description Responder PatientName VisitCode CaseNumber Type MessageSert MessageReceived Status Comments
_l 5/8/2017 3:47 PM  Client Response Client Mias, Jeffrey E. 232117446 CL2017-000013

SubmitterCode
SMITH/PSY

Successful Download Compl.

5/8/2017 347 PM | Cliert Responise Client Wizs, Jeff 232092413 CL2017-000010  |HL7 Successful Download Compl... | SMITH/PSY
5/9/2017 3:47 PM | Client Response Client Mias, Jeff 232092186 CL2017-000009 HL7 Successful Download Compl... | SMITH/PSY
5/9/2017 3:47 PM | Client Response Client Mias, Jeff 232091708 CL2017-000007 HL7 Successful Download Compl... | SMITH/PSY
5/9/2017 347 PM | Server Process Server Mias, Jeffrey E. 232117446 CL2017-000073 HL7 MSHI™\&EMRL... Downloaded SMITH/PSY
5/9/2017 3:47 PM | Server Process Server Mias, Jeff 232092413 CL2017-000010 HL7 MSHI™\&EMRL Downloaded SMITH/PSY
5/8/2017 3:47PM_| Server Process Server Mias, Jeff 232092186 CL2017-000003 HL? MSHI™8JEMRI. Downloaded SMITH/PSY
5/9/2017 3:47PM | Server Process Server Mias, Jeff 232091708 CL2017-000007 HL7 MSHI™\&EMRL... Downloaded SMITH/PSY
5/9/2017 3:17 PM | Client Response Client Mias, Jeff 232092413 CL2017-000010 HL7 Successful Download Compl... | SMITH/PSY
5/9/2017 3:17 PM | Client Response Client Mias, Jeff 232092186 CL2017-000009 HL7 Successful Download Compl... | SMITH/PSY
5/9/2017 3:02 PM | Cliert Response Mias, Jeff 232091708 CL2017-000007 Successful Download Compl... | SMITH/PSY

<«

[PENDING REPORTS]

Desorption  PatientName  VistCode  CassNumber  RepotDate  Status
DI PENDING as of 6/1/2017 208:13 PM [N Miss, Jeffrey E. 23211746 [CL2017.000012 |2017.0509  |PENDING

Status: Ready

Figure 5 - EMR Client Details Window

Chapter 16

EMR Transaction Activity Columns

Field or Button Description

Event Date Date/Time the transaction occurred

Description Description of transaction, such as “Client Response”, “Server
Process”

Responder The entity that is sending the transaction, such as Client, Server

PatientName Name of patient, if result transaction

VisitCode Visit identification code of patient, if result transaction

CaseNumber Case number, if result transaction

Type The format type of the report being sent, such as HL7, PDF64

MessageSent Message that was sent; clicking in cell displays raw message

MessageReceived Message that was received; clicking in cell displays raw message

Status Status of transaction, such as Successful, Pending

Comments Any additional comments from interface, or version number for non-
transaction records

SubmitterCode Submitter Code, if result transaction

SubmitterGroup Submitter Group Code, if result transaction




Field or Button
Event Date
Description
PatientName
VisitCode
CaseNumber
ReportDate
Status

Description

Date/Time the transaction occurred
Description of transaction, such as “Report”
Name of patient

Visit identification code of patient

Case number

Date the report was first sent

Status of transaction, such as Pending

e Start Date / End Date: Used to limit the display to a specified date range.

* Include Return As Clients: Check to include those accounts that have been linked
to an existing EMR account for result delivery to a single practice.

* Transactions Only: Use this checkbox to limit records that are report transactions;

most likely used often.

* Filter: Select one of the following from drop-down list: CaseNumber, PatientName,
SubmitterCode, SubmitterGroup, and VisitCode.

Then depending on the Filter choice, enter the appropriate criteria in the Criteria field.

* Binoculars: Starts search, as in throughout the NucleoLIS program.

* Resend: The Resend button is used to resend a transaction. Highlight the specific
record and click Resend to submit it again.

NOTE: The indicators for both processes and EMR Interface Connections (including
AutoPrint) reflect the status of the process or connection itself, and not every transaction
that the program processed. In order to view the status of individual messages and
transactions, you need to drill-down to see individual transactions in the detailed

windows.

e.Monitor - Process Monitoring

- 11



12

Chapter 16

Examples of Alert Email Messages

From Process Monitor - When EMR Connection Monitor (or any process) not

running/stopped

Process Monitor
Reporting status at 5/30/2019 12:58:15 AM

Alert: Process EMR Connection Monitor last ran at 5/29/2019 10:52:57 PM

From Delivery Distribution Monitor when Fax delivery has timed out and Fax

canceled

Delivery Distribution Monitor
Reporting activity from 5/18/2019 12:05:57 PM to 5/18/2019 1:05:57 PM

The following records have failed delivery since 5/18/2019 12:05:57 PM
NucleoLIS-FAX - Canceled by 0 (Case Report - M2017-000006 \ Pyne, Warren \ FINAL ) Scaron

From Delivery Distribution Monitor when invalid Fax# is used for physician

recipient and using Interfax

Delivery Distribution Monitor
Reporting activity from 6/1/2019 2:48:23 PM to 6/1/2019 3:48:23 PM

The following records have failed delivery since 6/1/2019 2:48:23 PM
NucleoLIS-FAX - FAIL-Error Code:-111 Attempting to fax to a number that is not the designated
fax number in a developer account. (Case Report - M2019-000006 \ Pyne, Warren \ FINAL )

From Delivery Distribution Monitor when destination printer is out of paper.

Delivery Distribution Monitor
Reporting activity from 11/19/2019 7:24:04 PM to 11/19/2019 11:24:04 PM

The following records have been pending delivery for at least 30 minutes
NucleoLIS-PRINT - Printer Error - No Paper (Case Report - M2019-000033 \ Pyne, Warren
\ FINAL ) Scaron

From EMR Connection Monitor — possible EMR client alerts

EMR Connection Monitor
Reporting activity from 4/19/2019 1:21:38 PM to 5/4/2019 1:54:29 PM

EMR2:Client not activated

EMRACCT:Client not activated

GROUP:Client side processing failures detected (1)
APA:Client side processing failures detected (1)
PHY:Client appears to have been stopped



Chapter 17
e.Docs - Document Scanning/Viewing

e.Docs is a Psyche Systems software module that allows you to scan paper documents,
assign them to a specific case, store them digitally, and then view at any time. You
would need a WIA (Windows Image Acquisition) compliant flatbed or sheet-fed type
scanner, with or without an automatic document feeder. The scanner can be installed on
the computer from which you will be scanning or a network server.

Once enabled, e.Docs is available from within any e.lixa product: NucleoLIS,
MicroPath, e.Outreach, and e.Boost, by clicking the e.Docs icon, shown on the left, in
the product toolbar or selecting e.Docs from the Operations Menu. The e.Docs Window
shown in Figure 1 opens within the current product window.

In WindoPath, you access the e.Docs module directly by selecting Scanned Documents
from the Display menu on the Accession window or any window where a case has been
accessed.

NOTE: In order to access e.Docs directly from WindoPath, you must be logged in
WindoPath with a User Account that exists in e.Boost and has privilege to run e.Docs.

If you have a Psyche product that is integrated with e.Docs, you may scan documents to
attach to a case directly from the product’s Accession Window. See Product Integration
below.

Start Date 4 92018 [Ev  Keywords E] Case Mumber E] E

Enapme 4102018 [ Promues [ [[NeedsReview Clear Filter

o —(——— &

Figure 1 - e.Docs Window

e.Docs - Document Scanning/Viewing
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Figure 2 - e.Docs Select Scanner dialog box

There are two ways a document can be scanned from within e.Docs and assigned to a
case. Either a barcode label of the Case Number can be affixed to the document and
e.Docs automatically locates and reads the Case Number from the barcode or during the
scanning process, you enter the Case Number to which you want to attach the document.

Click one of the two buttons shown below to initiate a new scan. The method you choose
depends on your laboratory’s work flow.

Use to automatically scan documents that have a
Auto Scan supported barcode attached of the Case Number to which

you want to attach it.
Use to scan directly to a Case; a dialog box prompting for

Scan To Case the Case Number opens. See Figure 2.

With either method, e.Docs present a window where you select from available
scanners set up on your computer. Using multiple scanners and mixed scanner
types (auto-feed, flatbed, etc.) is supported.

Scan Documents 3

SelectScanner
EPSON Perfection V500 -

[] Create Barcodes

Scan Documents | | Cancel

Select the scanner you want to use from the drop-down list. Check Create Barcodes
if you want e.Docs to digitally add a barcode to the scanned document. Barcodes are
positioned in the upper-left corner.

Once the scanner is selected, e.Docs scans the document and locates the barcode
(if using the automatic option), and processes the document. You will see a message
box telling you can continue other work.

If scanning to a case number, the following prompt is displayed:

-
Scan Documents to Case | 23 |
Enter Case Number -
Ok
Cancel

Figure 3 - Scan Documents to Case prompt.

Chapter 17

Enter the Case Number to which you want to attach the document. If the Case
Number entered is found to be valid in either NucleoLIS, MicroPath, or WindoPath,
depending on what products you have, e.Docs continues and a Windows dialog box
opens to select the scanner device to use.

You will see a message box telling you can continue other work.



Click OK to return to the e.Docs Window and scan another document if needed.

It can take several seconds to complete the process, but once completed, the scanned
document file is stored in the configured Filestore folder and can be accessed by
clicking the binoculars performing a search.

If you have other Psyche products, such as NucleoLIS, MicroPath, or WindoPath, you
may use e.Docs to attach scanned documents to a case from within the program’s
Accession window. With a case selected in NucleoLIS or MicroPath, select the Scanned
Documents option from the Scan menu item and the scanner selection window shown
in Figure 2 above opens.

If you are using WindoPath and have a case accessed, select Scan a Document from the
Display menu to initiate scanning.Scanning proceeds as described above. Depending on
your system’s configuration, you may be prompted to select a workstation before
selecting a scanner.

NOTE: When scanning with e.Docs, the program controls the scanner and you should
not press any buttons on the scanner to initiate scanning.

Once the e.Docs Window, shown in Figure 1, is opened by clicking the e.Docs icon or
by selecting e.Docs from the Operations, Filter Fields are used to select, view and print
documents that have been previously scanned and stored with e.Docs.

With WindoPath, you can locate previously scanned documents from any window
where a case is accessed and the Display menu is available. Select Scanned Documents
from the Display menu to open the e.Docs Window.

Filter Field Use

Start/End Date Enter start and end dates to search for case documents that have been
scanned within that date range. Default is one month.

KeyWords If you are searching for a particular phrase or code, such as a
diagnosis, you can select one from the keyword drop-down list by
clicking the keyword elipsis (...).

As e.Docs scans each document, it creates a library of words and
numeric sequences it was able to extract from the documents and
makes them available as searchable keywords. These keywords are
displayed in the Keyword drop-down list.

Products Depending on which Psyche products you have installed, you may limit
your search by the products listed in the Products drop-down list.

Case Number If Case Number is known, it can be entered in this field to access only
documents assigned to that case. The specified date range is ignored
when searching by Case number.

Needs Review Check box | Check to search for documents that do not have a Case Number
assigned and are labeled “UNKNOWN”.

e.Docs - Document Scanning/Viewing
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Filter Field Use

5 Standard Search button to initiate a search using current filter settings
Clear Filter Button Clears the filter fields
Tools

Above and right corner of the document display area are tools that are used when
viewing scanned documents.

& &
* Size Slider: The slider modifies the size of the document thumbnail images in the
e.Docs Window that were retrieved from a document search while in Grid View.

* Grid View: Displays retrieved documents as image thumbnails (default); newest
documents are to the right/bottom. See Figure 3.

* List View: Displays retrieved documents in a list, as seen in Figure 4. Newest
documents are at the end of the list.

Auto Scan StertDate 4 82018 [~  Keywords pomela D Case Number D E

Scan To Case EndDate 4252018 [+  Products 7@ [7] Needs Review <

PO S— |

Status: Ready

Figure 4 - e.Docs with Retrieved Documents in Grid View

Auto Scan StartDate 4/ 82018 [F~¥  Keywords porrela D Case Number B E
Scan Te Case EndDate 4252018 [~  Products D Needs Review Clear Filter
(B8}
DocumentCaseNumber Product CreationDate CREATOR Ojectid
=—
= UNKHOWN UNKHOWN 41012018 12:44 P suec True 323961354
=
5 142017-000007 NUCLEOLIS 4H02018 1247 P suec False 323961984
= |uzot7.000007 NUCLEOLIS 41212018 10:32.AM suec False 324505387
: 142017-000007 NUCLEOLIS 41612018 2:09 P11 suec False 326011602
Status: Ready

Figure 5 - e.Docs with Retrieved Documents in List View

Chapter 17

NOTE: During the scanning process, if e.Docs cannot locate the detected or entered
Case Number as a valid case in the database, the document will be labeled as
“UNKNOWN" in e.Docs.



e.Docs Image Viewer Window

Once a document has been located by any search method, they can be viewed
individually in the Image Viewer Window shown in Figure 5. Whether in Grid or List
View, click the document you want to view to open the Image Viewer for that case.

If multiple documents have been scanned for the case, a thumbnail image of each
document is displayed on the left and each attached document can be viewed.

Use normal Windows close button to close a case’s documents.

@ e.Docs Image Viewer - Case M2017-000007

LY o (et LS o
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Iadical Labaratary Saftware
o B Bl B s B e
e

Patient Report

Pk Kmer Wrvinn MArkny e Hmhar WA MG

Motm i Bt (0287000 Submine Fyme Wamen
ez oS Do
aza K Borrelia species DNA Detection
PADD13-020007
Foerinen Collncaml
TS5

Tos Amuk  FOSTVE

Imerprotation;
® I 5P CH corporen of s bt is ceiorned pursuset oo lomss syrsemenl sil Do Robsc s Spse,
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“PAUGLN developed and werifed the pafomanss cnxeneﬂm of this t=i under tha requirsmects i te Clncsl
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Figure 6 - e.Docs Image Viewer Window
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Once you have a document open in the Image Viewer, you can use the Image Viewer
Tools to zoom in or manipulate the display as needed.

Tool Icon

l@l Print Image

| Rotate Image

an | PanImage

+— Select Image
= &

— 1 Invert Image
0 8

i Zoom In

—, | Zoom Out

EY

— 1 Full Page View
| Page Width View
=

) Stretch Image View

=~ Actual Size View
o

Use

Opens a Windows dialog box to select a printer for printing
Rotates image in the Viewer, if it was scanned horizontally

If zoomed in, allows you to drag the image to view another area
Allows you to select a specific area to zoom into

Changes a negative image to positive and positive to negative
Zooms in incrementally to make image larger

Zooms out incrementally to make image smaller

Displays full image regardless of Image Viewer window size
Fills the width of the window with the image, but does not distort

Stretches the image so that the width fills the window; may
distort image

Displays image in actual size

NOTE: When designing reports to be scanned to e.Docs or affixing labels for e.Docs to
locate and read, a reasonable amount of white space needs to be present around the
barcode so it can be located by e.Docs.

Recommended report barcode formats are Code 39, Code 93, Code 128, and Data
Matrix 2D, but multiple formats may be supported.

* LocalScannersOnly: Set to False. (If site network installation is accommodating,

this may be able to be set to True, in which case only the current user’s workstation
and scanner will be available.)

* NucleoLISDisplay: Set to True to display e.Docs Documents field on Case in
Accession and Result Manager. Field ellipsis opens e.Docs module.

* (0849) If site network installation is accommodating, this may be able to be set to
False, in which case only the current user’s workstation and scanner will be

available.)

NOTE: In order to access e.Docs directly from WindoPath, you must be logged in
WindoPath with a User Account that exists in e.Boost and has privilege to run e.Docs.
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Clinical / Toxicology Testing

With NucleoLIS you have the option to define tests and profiles for clinical or
toxicology use, instead of the standard molecular test options. The specialized clinical
and toxicology functions you apply to each clinical or toxicology profile provides
standard result entry and reporting formats specific for each type of test.

Examples of the Result Entry windows for clinical and toxicology profiles are shown in
Figure 18-1 and 18-2.

Before you can use NucleoLIS to process clinical or toxicology tests, steps need to be
made to configure NucleoLIS for this functionality. This configuration is performed by
both Psyche and the system manager. This chapter describes what you need to know to
configure and define for both clinical and toxicology testing, and also the result entry
and reporting process specific to these tests.

Definition Result™ Uriits. Range Critical Range FRange Flag Fiange Flag Comment Comment FReportab
‘WBC ¥10e3 ful 4.00-10.00 1.00-30.00 CRITICAL HIGH Critical comment has Called Doctar
RBC # El #1086 ful 431-640 been entered
Hemaglabin 14 gm/dL 136-180 BO
Hematocrit 42 ES 358-520 180
MCY a9 fL 80.0-97.0
MCH 34 pg 26.0-340
MCHC 32 gm/dL 32.0-360
RDWw 15 S 11.5-150
Pit 1060 #1063 Jul 140 - 440 26-1000 CRITICAL HIGH Critical comment CRITICAL_COMMENT_REQUIRED
b 9 fL B5-124 4-16 needs to be entered
Meut 3 45
Lymph # 25
Monacyte # 20
Easinophils # 8
Basophils # 5

[Set Reportable] [ 5ot Complete | [ Save | [ Diess | [[San
Status: Ready

Figure 18-1 - Sample Result Entry Window for a clinical profile as defined by the clinical function
B

Toxiology’ Drug Sereen 2019-04-11 B S
Definition Result™ |Detected Consistent Cut Off Detection Window Result Text Reportable

AMB 60 DETECTED INCONSISTENT |50 50-300 DETECTED TEXT O

AMPH 0 NOT DETECTED CONSISTENT 250ng/dl 1-2 days [m}

COC 0 NOT DETECTED CONSISTENT 3.0mg/dl 14 days uoT a

METH 0 WOT DETECTED CONSISTENT 250 ng/mL 1-2 days a

AMB2 60 DETECTED INCONSISTENT 50 50-300 Detected Text a

[Set Reportable] [ Set Complete ] I [ Close ] [Saveﬂnse

Status: Ready

Figure 18-2 - Sample Result Entry Window for a toxicology profile as defined by the toxicology function

Clinical / Toxicology Testing



Since the preferences that need to be enabled are Site Wide Reserved (SWR) preferences,
they must be activated by Psyche.

SWR Clinical preference: Set Enabled to True; activates the preference
CriticalCommentField: R# of field in DED used for critical comment (typically R6)

LibraryDefault: Select from one of 5 standard profile libraries (DNA Seq, FISH,
Immuno, Karyotype, PCR, or their alias, if defined. This field is optional and should
only be used if ALL the profiles in that library are intended to be clinical profiles.

SWR Toxicology preference: Set Enabled to True; activates the preference

LibraryDefault: Select from one of 5 standard profile libraries (DNA Seq, FISH,
Immuno, Karyotype, PCR, or their alias, if defined. This field is optional and should
only be used if ALL the profiles in that library are intended to be toxicology profiles.

SWR DEDFunctions: Set Enabled to True. Enables activation and configuration of
DED functions used for Clinical and Toxicology results. DED Configuration window
displays links: Set Functions and Set Constituent Functions. Enabling requires
application restart.

ConstituentFunctionDefinitions: Defines constituent-based function definition;
Format: FunctionName|Arg1"Arg2...ArgN|. The ones installed in your system are the
defaults and should not require any changes. They are listed here for reference.

Clinical Function Default ClinProc|R1,GetUnits-R2,GetRange-R3,GetCriticalRange-

R4,GetRangeFlag-R5,GetRangeFlagComment-
R6,GetCriticalComment|ClinProc

Toxicology function Default | ToxProc|R1,GetDetected-R2,GetConsistent-R3,GetCutoff-

R4,GetDetectionWindow-R5,GetResultText| ToxProc

ProfileFunctionDefinitions: Defines profile-based function definition - not in use

NOTE: Clinical and toxicology tests may be defined in the same NucleoLlS system, along
with molecular testing, as long as no default clinical/toxicology library has been defined.

Once the functionality is enabled, configuration of clinical and toxicology testing
involves the following and is usually performed in this order:

creating test definitions

specifying clinical ranges or toxicology parameters for those tests

creating profile definitions and setting the profiles as either clinical or toxicology profiles
adding the defined tests as constituents

To help streamline the process of defining clinical and toxicology tests prior to the profiles
being created, the Show Fields checkboxes described below have been added to your Test
Definition library windows, depending on which type of testing is enabled.

2 . Chapter18



Clinical Tests

Show Fields

Since library test definitions are usually created before the profile definitions that will
contain the tests as constituents, the specialized clinical and toxicology fields may be
displayed as the tests are being created by checking the Show Clinical Fields or Show
Tox Fields, shown below.

This allows you to add the clinical and toxicology parameters before the tests have
actually been defined as clinical or toxicology tests when added to the specific profile.

[] Show Clinical Fields | ReportLinks | | Link Comments |

[] Show Tox Fields [ Source Overdue ] [ Selection Lists ]

NOTE: If a test has already been defined as a clinical or toxicology test, these check
boxes do not affect the field display.

Test Definitions

Tests are defined in whichever Test Definition library you have selected. Clinical,
toxicology and molecular tests can all coexist in the same library. Tests are added much
as they are for molecular, with a few additions.

For clinical tests, you may define Clinical Ranges and Units, shown in Figure 18-3 below.

4 Immuno/Clinical Definition

Code™ Hemoglobin
Description™ Hemoglobin
Code Map

Retired False

4 Expanded Description
Always Report Message

Report Category ete Blood Count

4 Clinical Configuration y
<6 defined> (]
Units gm/dL

WP Links <WP Links>

Figure 18-3 - Clinical Test Definition Fields

* Clinical Ranges: Click the ellipsis to open the Edit Clinical Ranges Window, shown
in Figure 18-4, where all the clinical ranges are defined. Once ranges have been
added, the field will display an indication of the number of ranges already defined.
e.g. <5 defined>

* Units: Specify the standard units of measure for the test.

Clinical / Toxicology Testing
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Edit Clinical Ranges

Ranges are added to the test in the Edit Clinical Ranges window shown in 18-4, one at
a time, by clicking the New button. For each range defined, you may specify the normal
range, critical range, age, sex, race and fasting status to be used to evaluate and flag the
entered results. Ranges also have an optional Descriptor field, which may be used to add
additional descriptive test to the range being applied and can be added to reports.

The final Sequence Number field is important to keep the ranges in a critical order from
most specific to least specific. This is to ensure that a result value is evaluated with the
most specific range first, then if there’s no match, the next is evaluated and so on, until
the “catch all” least specific range is found.

5
[ Edit Clinical Ranges-Clinical Range ==
Sequence ... Sex Low Age High Age Critical Low ~ Low High Critical High || 2 Ranges - Numeric Entry
1 %) 60D 100 140 180 Critical Lowi &0
Low 11.5
2 2M 132mM 6.0 1.0 140 High 16.0
3 Male il 110 6.0 136 180 Critical High :
B S VI T TR - SR N (. Ranges - Crisia
5 o 110 6.00 15 180 Low fige 1
High Age 110
Sex Female
Race
Fasting Status
4 Clinical Range
Descriptor
Sequence Number 4
4| 1 | »r
Cio) (o] Cas EP—
Status: Ready

Figure 18-4 - Edit Clinical Ranges Window
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Field Description
Ranges - Numeric Entry

Critical Low Low cut off value for critical range. Any result below is
considered critical low.

Low Low cut off value for normal range. Any result below is
considered low.

High High cut off value for normal range. Any result above is
considered high.

Critical High High cut off value for critical range. Any result above is
considered critical high.




Field

Ranges - Criteria
Low Age

High Age

Sex

Race

Fasting Status

Clinical Range

Descriptor

Sequence Number

Description

Low end of age for age related ranges
High end of age for age related ranges

Select appropriate sex definition from the stored Selection List
for Patient Sex

Select appropriate race definition from the stored Selection List
for Patient Race

Select appropriate fasting status from the stored Selection List
for Specimen Fasting Status

Optional descriptive text to further explain the range and/or
result value

Sequence number is used to maintain the order in which
defined ranges are processed and is incremented as ranges
are added. If ranges are removed or added later, it is important
to check the order of all ranges in the ranges list and click the
Save Sequences button to re-sequence them., if necessary.

The number of digits following the low and high, normal and critical range values
determine the number of significant digits that will be used for results. For example, if
arange is defined as 2.2 to 5.5, a result entered as 3 will be padded to one space after the
decimal or 3.0. NucleoLIS will never round off converting 3.53 to 3.5 though.

If the range is specified with a mismatched number of digits following the decimal, the
number of digits in the lowest defined range is used.

Button Function

New Clears fields to create a new defined range

Delete Deletes current defined range

Audit Displays an audit log of transactions made to the range
Up/Down Arrows Use the Up and Down arrow buttons to sort the ranges in order

Save Sequences

Save

Close

of least specific to most specific for proper range processing.
Once ranges are in the correct order, click the Save Sequence
button to save the sequence numbers in the new order.

Saves the ranges with new sequence numbers from one to
how many ranges are defined.

Saves the range as displayed

Closes the Edit Clinical Ranges window
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For toxicology tests, you may define the toxicology values shown in Figure 18-5 below.

4 |mmuno/Clinical Definiion

Figure 18-5 - Toxicology Test Definition Fields
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Code® AMB
Description”™ Ambien
Code Map
Retired False

4 Expanded Description
Always Report Message
Report Category
Cut Off Value 50
Detected String DETECTED
Undetected String NOT DETECTED
Detection Window 50-300
Iigit False
Detected Text DETECTED TEXT
Undetected Text UNDETECTED TEXT
Consistent With List AMB

4 Taoxicology Configuration - Confirmation
Confirmation AMB2
Confirmation Charge P0O019 CAN-RP
Order Confirmation \when Detected

4 WP Integration - Results
WP Links <WP Links>

Field Description

Toxicology Configuration

Cut Off Value

Detected String

Undetected String

Detection Window
Illicit

Detected Text
Undetected Text
Consistent With List

Toxicology Configuration -
Confirmation

Confirmation

Confirmation Charge

Sets the maximum value for a non detected result. Test units
may be added to the cut off value, in the format
valuespaceunits. e.g. 3.0 ng/dI

Sets the value to report for detected results; defaults to
DETECTED

Sets the value to report for undetected results; defaults to NOT
DETECTED

Sets the value to report for the detection window

True if the constituent is considered illicit; not currently in use
Additional text to result when drug is detected

Additional text to result when drug is not detected

Select from the pick list of drug(s) defined in the Drug Definition
library; items selected indicate whether a detected result is
considered "consistent" with prescribed medications. Drug
consistency is compared to the entries in the Case Prescription
Drugs field when result values are entered.

Select from a pick list of tests to order for confirmation of a
detected drug result.

Charge to add to case when confirmation test is ordered




Field

Toxicology Configuration

Description

Order Confirmation When This field defines under which circumstances the confirmation

is ordered: None, Detected, NotConsistent, or
DetectedAndNotConsistent

Profile Definitions

Clinical and
with clinical

Toxicology profiles are added the same as any profile type. Constituents
or toxicology type parameters are added to the profile, then the profile is

set to either Is Toxicology = True OR Is Clinical = True.

Result Entry Definitions

Result Entry Definition <Data Entry Definition>
Analyzation Map Verification <NO ANALYZATION MAP DEFINED>
Allow Batch Result False
SignaturesiCompletion

Auto Complete False

Feguire Signature False

Approval Signature False

Is Toxicology

Clinical

Is Clinical

WP Link False

WP Links <WP Links>

WP Integration - Resulis

‘WP Discrete False

Figure 18-6 - Profile Definition Settings

When a profile is saved as a clinical or toxicology profile, the specific special function

WP Discrete (Advance Only) False

for that test type is applied as shown in the Data Entry Definition examples below.

Edit Resuit Eniry Definition - CEC with automated diff [
SetColumns _ Set Funcions et Ranges
Test Code
I il
ot Gosbumn Col ‘et Consttvent Functions ‘Set Constitvent Ranges

I
Additions| Settinas

I RoC

Test Code. Resuit Units Range Crtical Range Range Fiag Range Fiag Commert Comment -

I il
4 L

i 1

I Hemogiabin

Hematocrit

ucH

Status: Ready

Figure 18-7 - Standard Clinical Constituent Function
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P N
[Elit Rest ety e e e D v [
Sel Columns _ Set Funclions Sot Ranges

Test Code

|| Set Constituent Columns  Set Constituent Functions Set Constituent Ranges
|| Aditional Settings I

il Test Code Result Detected Consistent Cut OFf Detection Window Result Text Il
13
I i

ANPH

METH

Status: Ready

Figure 18-8 - Standard Toxicology Constituent Function

Chapter 18

Set Functions/Set Constituent Functions

With either the Clinical or Toxicology preference enabled in your system, the Data
Entry Definition window contains two additional links: Set Functions and Set
Constituent Functions. Set Functions allows you to set a predefined function to the
profile, while Set Constituent Functions allow you to set a function to the constituents
of the profile.

At this time, there are no standard functions for the profile and only the two standard
functions for constituents, as documented in this chapter: clinical and foxicology. The
specific preferences enables the appropriate function to be automatically assigned when
the profile is specified as clinical or toxicology and saved, so there is no need to modify
them in the Configure Functions window, shown below. Future development may make
more functions available and therefore use of the Configure Functions window required.

i Configure Functions E
Function Selections
| ClinProc: «Resutt> -
TaxProc
ClinProc
DEDFunction Tester

-OK -CanDeJ
Status: Ready

Data Entry Definitions for Clinical and Toxicology Profiles

When defining Clinical or Toxicology profiles, the Data Entry Definitions may be
used to set up the Result column of constituent records, including setting defaults and
other result settings.

Any other columns on the constituents, such as Cutt Off or Range Flag, are not
accessible to the user.



Ordering clinical and toxicology tests is not any different than ordering molecular or any
other tests, however, if you are expecting the clinical ranges to apply accurately, DOB
and sex must be entered on the patient, and possibly fasting and race depending on the
range parameters you have defined.

Also, with toxicology testing, drug consistency will not be accurate unless the drug
taken by the patient as been recorded. NucleoLIS and other integrated products allow
Ask At Order questions, so that the drug the patient is taking may be recorded when the
test is ordered. These responses are recorded in typically the Questions field of the
profile. Ask At Order questions and responses are defined in the NucleoLIS library.

To enable the functionality that performs drug consistency checking, the Drug
Definition library must be populated with all drugs expected to be reported and tested,
and then the drugs listed on the Consistent With List for that toxicology test. See the
Library chapter for a description of these definition libraries.

Cases that have toxicology profiles ordered need to have the Prescription Drugs field
entered with the prescribed drug the patient is taking. Click the ellipsis (...) in the
Prescription Drugs field to open the Edit Prescription Drugs window, shown in Figure
18-9.

- [Case}-CL2019-000020-Farmington, Frank-FINAL
=]

il

CL Clinical -
- [Immune] - Bectrohtes 20180802 - | cL2019-000020 [ Edit Prescription Drugs =
- NA-140 1
K2 Special Flng Prescribed Drug Selections i
5'5;23333 Order Date 8/2/2019 Code Bl Amphetamine (255 on 20150301 1
B A Order Time 08-00
3 [\nn:l:dréucljgsumplete blood count 2013-08-02 Dats Collet <ones [ Code Desorption - /
--ﬁsc s Case Status CASE COMPLETE » m Nor-GcarboxyT... [ /
DocumentiD w1
- :Z::?U'”c::”;; T BACET 6-acetyimorphine Prescription Drugs entered by 1
- MCV- 89 Report Status FINAL TAMING Taminoclons from the Edit Prescription |
MCH- 32 Reported By Scaron SCARD Drugs window
MCHC. 32 5 PhysicianiCiient 3
-RDW-15 ExternallD AMAB |
- Pt- 1050 ExternalPatientlD ACTia ctia, Duragesic, F...
MPV-3 Submitter Location Pleasant St. Office Adderal
- Neut #-45 Submitter Pyne, Wamen PYNE
- Lymph #- 25 Submitter Group Adipec?
Menocyte # 20 Other Physicians ironyal
Eosinophis # 5 Communicatians Aerationser
- Basophis #5 R Apharhydrosymida... |
- Immuno] - Drug Screen 2013-08-02 D ‘Mpraol
AMB-55 = Lo prEzoiEm
AMPH. 22 Clinicalinformation# l“ T Alarine Amingirns |~
o0 Prescription Drugs  Amphetamine !
B2 « Documents
Documents# No Documents on Fle Last Dose
4 PATIENT Last Date Taken - 2
Relationships <Relationships> |
Externals <Extemals> Add
Patient Farmington, Frank-1980-06|
4 PARENT )
Visit [Visit|-498602516 Close
Iz !
User1 Status: Ready
User2 ¢

Userd

0 b

Figure 18-9 - Edit Prescription Drugs Window

Adding Drugs in the Edit Prescription Drugs window:

You may search for and select the prescribed drug by Code or Description be
choosing one from the drop-down list.

Drugs may be accessed quickly by typing characters in the search field.
Enter the last dosage in the Last Dose field.

Select the Last Date Taken from the date pick list.

Clinical / Toxicology Testing



Make sure the correct drug is highlighted and either double-click the name of the
drug or press enter to move the drug, dose and date to the Selections section.

To delete a drug, double-click it to remove it from the Selections list.

When done, click the Close button and the drug, dose, and date are stored in the
Prescription Drugs field on the Case.

In the example above, the patient has an Amphetamine result value of 255 and
Amphetamine has a cutoff value of 250, so the toxicology interpretation is considered
Detected, but consistent with the does the patient has taken of that drug. See Figure 18-
10 below.

™1 Ommunc] - Drug Screen 2019-08-02 = 3]
Definition Result™ Detected Consistent Cut Off Detection Window Result Text Reportable
AME 25 NOT DETECTED CONSISTENT 50 50300 UNDETECTED TEXT
AMPH bss| DETECTED CONSISTENT 250 ng/d 1-2 days
coc 0 NOT DETECTED CONSISTENT 3.0ma/dl 1-4 days upT

O

AMB2

Status: Ready

[Set Repartable] Save | ‘ Close ‘ | Save Close

Figure 18-10 - Example of Detected, but Consistent toxicology result

10 .
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NOTE: Prescribed drugs may also be recorded in a different field depending on your
system’s configuration and possible integrations with other systems.

Entering clinical results manually may be performed directly in the appropriate field in
the directory tree, the Result Entry window, shown in Figure 18-9 and 18-10, for that
profile, or in the Consolidated Data Entry Window.

As clinical results are entered, the appropriate units, range and range flags are calculated
and entered according to what is specified for the test and appropriate for the result
entered. When critical results (low or high) are entered, the Comment field will contain
the following text by default: CRITICAL COMMENT REQUIRED. This comment
must be replaced by a comment reflecting the action taken by the user entering the result
before the profile can be completed and case finalized. See example below.



B

Definiion Urits Rangs Ciitical Range Rangs Flag Range Flag Comment Comment Reportable
WBC #1083 Aul 4.00-10.00 1.00-30.00 CRITICAL HIGH Critical comment has __ Caled Doctar
RBC ¥ #1086 AL 431-640 been entered
Hemoglobin 14 g/l 136-180 60
Hemaocit 42 % 38-520 180
= 2 L 80.0-97.0
MCH 34 ] 260-340
MCHC 32 g/l 320-3%0
AW 15 % 115-150
Pt 1050 #1083 Aul 140 - 440 251000 CRITICAL HIGH Critical comment _|CRITICAL COMMENT_REQUIRED
MPY 1 L 55124 4-16 needs to be entered
Neut # 45
Lyrph # 25
Monocyte # kil
Ecsinophil 5
Basophis

[¥] [Set Reportable] Set Complete ] [ Save. ] [ Clase ] [ Save Close ]

Stalus: leady

Figure 18-11 - Example of a Clinical Result Entry Window

Toxicology

As toxicology results are entered, detection, consistency, cut off values, detection
window, and additional result text are calculated and entered on the profile, based on the
parameters defined for that test. See example in Figure 18-10.

r —————
Toxicology- Drug Screen 2019-04-11 : [T
————
Defintion Result™ Detected Consistert. Cut OFF Detection Window Fesult Text Reportable
AME |60 DETECTED INCONSISTENT |50 50-300 DETECTED TEXT u]
AMPH 0 [NOT DETECTED CONSISTENT 250 ng/d 1-2days O
ICOC 0 NOT DETECTED CONSISTENT 30mg/dl 1-4days uoT O
METH 0 fiGT BETECTED CONSISTENT 250 ng/mL 1-2days O
AMB2 50 DETECTED INCONSISTENT 50 50300 Detected Text =]
] [Set Reportable] SelComplete | [ Save ] [ Close | [ SaveClose
Stalus: Ready
L

Figure 18-12 - Example of a Toxicology Result Entry Window

Clinical / Toxicology Reporting

Any of the special test related fields described in this chapter may be added to a Result
Report. See Figure 18-11 for a report example showing both clinical and toxicology tests
and related text.
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“?PSYCHE

Medical Laboratory Software

Psyche Systerns Corporation
25 Birch Street, Miford, MA 01757
S08-47 31500

Clinical Report

Patient Nam e Farmington, Frank

Date of Birth: 1550-06-12 Submitter:

Case Number: CL2015-000020
Pyne, Warren

Pleasant 5t. Office

=]

ecirobytes
Test Result Units Range Critical Range
Sodium 140.00 meg/L 136 - 145
FPotassium 2.00 megyL 35-450 20-60
Chlaride g8.00 meo/L 98- 105
Carbon dioxide 33.00 meg/L 23-28

Range Flag Comment

H

Dr

ug Screen
Test Result Detected Consistent Cut Off
Ambien jods] DETECTED INCOMSISTENT &0
Amphetaming 22 DETECTED INCOMSISTENT 250 ngidl
Cocaine (Cocaine 0 NOTDETECTED COMNSISTENT 3.0 modl

Report Count
1

Dala Window Comment

50-300 DETECTED TEXT
1-2 days

1-4 days uoT

Figure 18-13 - Example report of clinical and toxicology results
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